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b2; AB; 1:1 binding

X

U

ou
251

Relat...

b2; AB: 1:1 binding

I >

Z

0

| ' I ' I
50 100 150
Time

1:1 binding; ka=9.65e+05; kd=3.02e-03; Rmax=52.9; KD=3.13e-09

Sample tablesid uals Blanks Quality control

1:1 binding
Sensorgram parameters

1:1 binding

ka (1/Ms)
kd (1/s)
Rmax (RU)
tc

Drift (RU/s)
Chi? (RU?)

Series parameters

9.65e+05
3.02e-03
529
3.75e+11
0.00e+00
2.02e-01

Curve Conc (M) f (ul/min)

#6: Sensorgram Fc=2-1 1E-09 30
#7: Sensorgram Fc=2-1 2E-09 30
#8: Sensorgram Fc=2-1 4E-09 30
#9: Sensorgram Fc=2-1 8E-09 30
#10: Sensorgram Fc=2-1 1.6E-08 30

RI (RU)

|
200

0.0
0.0
0.0
-0.2

0.0

T(RI)

2.17e+00
2.94e+00
1.13e+00
-1.24e+01

-2.20e+00

|
250
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b2; AB: 1:1 binding

RU b2; AB; 1:1 binding
501
2 40- \
2
g 301 —
2 20
o
T 104
o
D-
] T ] T ] T ] T ] T ]
0 50 100 150 200 250
Time s

1:1 binding; ka=9.65e+05; kd=3.02e-03; Rmax=52.9; KD=3.13e-09
AT X h J°7 M:OT J" @ A W (ChPR)

Sample table ParameterBlanKs Quality control - ~
-

(1] 11U

w

c

: E

E 0- —— . e — — o

(] .

=

1%

E -104 'H
T T T T T T T ®;
0 100 200 300 '3

Time S
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b2} AB: 1:1 binding
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30+

20+

b2} AB; 1:1 binding
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I >

Relative response

-25 0 25 50 75

1:1 binding; ka=9.64e+05; kd=3.02e-03; Rmax=52.9; KD=3.13e-09

Sample table Parameters Residua@ Blanks Quality control

w 2
c

100 125 180
Time

175 200 225 250

Relative
(o]

2.5 . . " T

Flow cell Sensorgram type Analysis step purpose
4 2-1 Reference subtracted Analysis
2 2-1 Reference subtracted Analysis
12 2-1 Reference subtracted Analysis

100 150
Time

Injectiontype Analyte 1 Control type

Analyte Mot a control
Analyte MNot a control
Analyte Not a control

Analyte 1 solution Concentration (nM)

b2 0 AB =
b2 0 AB
b2 0 AB .
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b2; AB; 1:1 binding

1201

Response
o
L] [ ]

=200 0 2EIIIZI 4IZIIIZI EL:IIII EIZIIIZI 1EIII]IZI 12IEIIII 14IEIIZI
Time k)
1:1 binding; ka=9.58e+05; kd=3.04e-03; Rmax=53.1; KD=3.17e-09

Sampletable  Parameters Residuals Blanks ( Quality control

=7 3 9 -1 -6
o Kinetic constants are within instrument specifications. [ =1 ® Kao le~-le“¢ KdG le-le
\ o Kinetic constants appear to be uniquely determined. t.e U-valuee y, @= omI |
Bulk contributions (RI) were not evaluated. The Rl parameter is set to constant. — 2 414t Ace RIfitlocal

Check that sensorgrams have sufficient curvature.
Examine the residual plot. Pay attention to systematic and non-random deviations.
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Create new evaluation  Open existing evaluation = Evaluation - Multi-cycle kinetics/affinity 8/1/2023 3:54:44 PM E Action history

QC -Sensorgram Vv QC - Baseline ‘ QC - Binding to reference | Vv ’I& Evaluation - Kinetics v O Home v

Binding to reference

R

R5U15— ° PS ! ° A o

Z ‘ A Binding to referencé 20% Bnding level
Aoy e

5 s . . Avs% i K Stabili i 30
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QC -Sensorgram QC - Baseline v [b) QC - Binding to reference Evaluation - Kinetics v 0 Home v

Baseline

RU
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2 26157.5- Startup
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S 26155+
<
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1T 2 3 45 6 7 8 910111213
Cycle
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