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Ja WFEIBIFIZR R B AR, AR AR b s e 3
XS N (1 2 B AT W€ - 4R 1€ S8 R T IR A ) OK, AR /5 ZE R NIH%Z Cancel -

FFAEA R B )

Category Settings Information
Wavelengths ‘Wavelength Settings Endpoint
Absorb.
Flate Type 4 b ar_”'E
Lmi 405
Read Area i
Number of Wavelengths u| 4 Plate Typs
PathCheck 95 Well Standard cirbtm
L Lmi 405 . nm LEI'_Id.scaDe
Speed Read Height 14.6 mm
More Settings 4 Read Area
Entire Plate
4 More Settings
Shake OfFf
ReadOrder Row
Show Optimizer On
Specify the number of wavelengths to read, and then type a wavelength value in
the field for each wavelength. For details, dick Meore Information.
More Information
View  Ac ion View OK | | Cancel

1. AN
1) Read Mode

AEFEOERI(ABS). KOGIRIE(FL). ZOGILIRAEE L (FRET). L2 A0G(LUM). I [H]
POt (TRF). W] #i ot b IRBE B #2 (TR-FRET). 26 MMk (FP) FIXUL 2 &0
(LUM-Dual) %5 2 Fa i Th g . 370K 2h BEE ‘PMT and Optics’H 24 ‘Read From Bottom’
MR DL B e 15 R K80 (Bottom Read), KM (Bottom Read) 3 FH T Ik A% 41 g
(s, T A (Top read) J& FH T 350 AH VA VRURM B2 20 M (A I, 02 B s FH IR

N PR -

Molecular Devices
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Category

Wavelengths
Plate Type

Read Area

PMT and Optics
Shake

More Settings

PMT Gain

Integration Time

Read From Bottom

Read Height

Select the PMT Gain, if available for the selected wavelength, and type the desired number of

PMT and Optics Settings

Automatic =
400 ms

1 mm from the plate

flashes per read. For details, click Mere Information.

Molecular Devices, 400-820-3586

Mare information

Settings Information

Endpoint
4 Fluorescence
Lmi 485 535
4 Plate Type
96 Well Standard clrbtm
Lzndscaps
Height 14.6 mm
4 Read Arza
Entire Plate
4 More Ssttings
Shake Off
ReadOrder Row
Show Optimizer On
4 PMT and Optics
Auto
Read From Top
Integration 400
Read Height 1.00 mm

2) Wavelengths

Mumber of Weawel=ngths | vI

Lmi (405

A LB AT LR

TR A R 2y 6 R ATE, HARBE R E Oy 4 Mg nlik.

a) ORI, ACES R AT s AT BRI S, W RE L J5 T AOHEFR S
A BT B o
b) X FIRIGIREE . FOCIIRAEREAL . W] TG I 8] 7 Bk e R AR AN
FEOCMIRATIN  ACEER AT E e A5 QAT B £ CRARTE DUIRTE (X 2%

e B T ), W SEAE B F S, U EE ‘Use Filter” & 1,

£ Lm J5 1 2 MEH

TP AN BCRPARR S U SRAR SIS e e By JURKE 94> Usse Filter " 26 130
Giligrh, SRR MRS IR RGP s BN, ST R SRR &
PR, RIBCRP AR RSB A BT — T i AR R 32 5 A8 L IEE v Ol

FEPIR:

Category

Wavelengths
Plate Type
Read Area

PMT and Optics
Shake

More Settings

Wavelength Settings

@) Unknown - Use the Spectral Optimization Wizard to
determine the optimum wavelengths to use for the read.

@ Known - Specify the wavelengths for the read:

Lmil

MNumber of wavelength pairs
Excitation

[ use Filter

250 oo

a

-]

Emission
[#] use Filtersei== {E 54 BT
4 nm

ERNEE

!

Settings Information

Erdpoint
4 Fluorescence
Lmi 350,450
Type Ex Manao, Em Filter
4 Plate Typs
96 Well Standard cirbtm
Landscap=
Height 146 mm
4 Read Area
Entire Plate
4 Mare Settings
Shake OFf
ReadOrder Row
Show Optimizer On
4 PMT znd Optics
Auto
Read From Top
Integration 400
Read Height 1.00 mm

o) TR, —BAEM A AR RIA L — A A RO, BERTE A

Molecular Devices
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M7 2CAE 5 AE AR SRR A, T 16 8% Use Filter 8 1005 HI 086 v 77 20

FE MRS R ARG MU . W T B R

Category
Wavelengths Wavelength Settings
Flate Type @ All Wavelengths
foEge () Specify wavelength(s) for the read:
PMT and Optics
Shake Number of Wavelengths 1
More Settings i
Use Filter
Ll nm

3) Plate Type

Settings Information

Endpoint
4 Luminescence
Lmi Al
4 Plate Typs
96 Well Standard clrbtm
Landscape
Height 14.6 mm
4 Read Ar=a
Entire Plate
4 More Ssttings
Shake OFF
RezdOrder Row
Show Optimizer On
4 PMT and Optics
Integration 1000
Read Height 1.00 mm

XEFANFSER AT AR S 6-384 FLIR S BARMIRAY, IRAEFALIRIK) KA S, £ M RH

AR, QR B s

Category
‘Wavelengths | Plate Type Settings
Plate Type
Read Area Plate Format |96 Wells >
PMT and Optics

[] Is Lidded
Shaks

More Settings Select Spedific 96 Well Standard drbtm
96 Well Standard opaque

Edit Plate 96 Well BD Biocoat Collagen | Coated blk/clrbtm

96 Well BD FluoroBlok MW Insert
Impaort Plate

96 Well BD Optilux/Biocoat

96 Well Corning Half Area flat cirbtm
96 Well Corning Half Area opaque
96 Well Costar bik/cirbtm

96 Well Costar clear

96 Well Falcon clear

96 Well Greiner blk/cirbtm

96 Well Greiner clear

m

Settings Information

Endpoint
4 Luminescence
Lmi Al
4 Plate Typs
‘96 Well Standard clrbtm
Landscape
Height 14.6 mm
4 Read Area
Entire Plate
4 More Settings
Shake Off
ReadOrder Row
4 PMT and Optics
Integration 140
Read Height 1.00'mm

Select the plate size, and then select the plate definition from the list. If you are
uncertain which plate to select, then select the Standard plate definition. For
details, click More Information.

More Information

4) Read Area

AR RS St TR IR FLAZAE AN, BEAT HE SR AL P R 2 A AL, (BT Bk,
4R B PR

Molecular Devices
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Category

Wavelengths Read Area Settings

Plate Type 96 Well Standard clrbtm ij Select All
Read Area

PMT and Optics
Shake

Mors Settings

=
=

I=

o

00000 -
OO0 -

OO0 -
0000000 L
00000000

OCOOOOO00

You can choose to read an entire plate or a subset of wells. Drag the cursor to
select the wells to be read. For details, click More Information.

More Information

5) PathCheck

ST IEM R 3, BIRRE AL A5 21 10 SR 46 e I UE 8IS 2 URZIE S 1em Yot K
I PR R A A

Read Modes | I l 4 2 l“’y, xta ‘ Y |W« } i b2 -
= ¥ W M D O @ M
ABS FL FRET LUM TRF TR-FRET P LUM-Dual
Read Type = g of
% 3
Endpoint Kinetic Well Scan Spectrum |
Category Settings Information

Wavelengths PathCheck Settings Endpoint
4 Absorbance

Flate Type - T

= [] PathCheck il

Read Area 4 Plate Type

PathCheck 96 Well Standard cirbtm

Shake Lzndscaps

Spead Read Height 14.6 mm

More Settings 4 Read Area
Single Cell: HE
4 Moaore Settings
Shake Off
Speed Read On
ReadOrder Row
Show Optimizer On

6) PMT and Optics

Bt The s, HARDIRE A R BT, ‘PMT Gain 2 K25 PMT 36 25 8 U717, —Mk
& Automatic, tHA] DLEFEFARIET LA N PMT 38 55 H K. “Integration Time® SNAE
DU A 455 Aon U Bl LA LB 7 B SGIS Ta] (255624 10-10,000ms, 4457 & 5% 9 10-100,000ms )
Z 18], ‘Read Height’ Jyt sz Sk v B2 F2h i 15 7 2UAE

Molecular Devices
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Read Modes I
=
o din

ABS

Endpoint

Category

Wavelengths
Plate Type

Read Area

PMT and Optics
Shake

More Settings

ey
Read Type |

L B

FL FRET Lum
&
[D D 3
O €
Kinetic Well Scan Spectrum
PMT and Optics Settings
PMT Gain Automatic
Integration Time 400 ms

Read From Bottom D

Read Height 1 mm from the plate

7) TRF KI8T i PMT and Optics
TERF A7) HE 98 6 ThRE R, ‘PMT and Optics” 1 5 2 W B, ‘Flashes per read’ &% s 13
BKRHEL; ‘Excitation Time” s2 & K; ‘Measurement Delay’ J& &l ZEAR B [H]; “Integration

Time 2Rl K.

D)

©

TR-FRET

Molecular Devices, 400-820-3586

P
Ead

M @

LUM-Dusal

Settings Information

Endpaint
4 Fluorescence
Lmi 485, 535
4 Plate Type
95 Well Standard cirbtm
Landscaps
Height 14.6 mm
4 Read Area
Single Cell: HE
4 More 3attings
Shake OFf
ReadOrder Row
Show Optimizer On
4 PMT and Optics
Auto
Read From Top
Integration 400
Read Height 1.00 mm

Read Modes il
B
L

ABS
Read Type
Endpoint

Category

Wavelengths
Plate Type

Read Area

PMT and Optics
Shake

IMore Settings

8) Shake

Y i ats
|.“"’l| (=] L,.d1||
FL FRET LUM
Kinetic Well Sczn Mambrane
PMT and Optics Settings
Flashes per read 110
Excitation Time 0.05 ks
Measurement Delay .06 s
Integration Time 1.89 s

Read From Bottom El

Read Height 1 mm from the plate

Spectrum

¥ @

LUM-Dual

Settings Information

Emdpoint

4 TRF

Lmi 350,535

Type Ex Filter, Em Maono
4 Plate Type

96 Well Standard clrbtm

Lzndscape

Height 14.6 mm
4 Read Arza

Single Cell: HE
4 More Ssttings

Shake Off

ReadOrder Row

Show Optimizer On
4 PMT and Optics

110 Flashes/read

Read From Top
Integration 1.89
Excitation Time 0.05 ms
Meas. Delay 0.06 ms
Read Height 1.00 mm

i Shake f& AJLAIEFEREMR Z BT RAR, AIUEdE 0-999 . WA RRARGERE (5.
W KD FIEMREE RS (2Rt TR B ASUR D .
9) More Settings: Read Order

Molecular Devices
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@ MOLECULAR

UD EVICES
Row: @ﬁjii
Column: #4135
Well: #%fLiE

2. EHFEZEEN

1) Timing

Molecular Devices, 400-820-3586

S5 S, 315k HOR e N ERZE M 7R A e . 1E$E Timing J5 7] LU
B4 2505 7€ AL A Total Run time” RN I s 87 B 8] PA Y “Intervel” B #5460 552 (8]
HES () () BE, AN [R5 A 2 B i Al B S TR) B s TR AN ], AR 28 2R vhsg, W R B s

Read Modes I.
% 4
ABS
Read Type
Endpoint
Category
Wavelengths
Plate Type
Read Area
Timing eerelt=——y
Shake
Speed Read
More Settings

P 14 LY i
¥ B o ¥ B &
FL FRET LUM TRF TR-FRET Fe
Kinetic Well Scan Spectrum
Timing Settings

Total RunTime | 00 :

10:00 [§]

hh:mm :ss
nterval |00 : 00 : 34 [@)
hh:mm:ss
Minimum Interval: ~0:.07
Maximum Interval: 10:00

Number of Reads: 18

Single Point Read|
Set timing to @ singie paint read for kinetic warkflows that alternate activities within a cycie.
Example: Multitask kinetic assay with oiternating absorbance and fluorescence reads.

Enter a total run time and the interval between readings. For details, click More Information

More Information

b

LUM-Dual

%)

Settings Information
4 Kimetic
Time: 10-00
Interval: 00-00:34
Reads: 18
Min Interval: 00-07
4 Absarbance
Lmi 426
4 Plate Type
96 Well Standard cirbtm
Landscape
Height 146 mm
4 Read Arza
Single Cell: HE
4 More Settings
Shake before Off
Shake between Off
Spesd Read On
ReadOrder Row
Show Optimizer On

IR BT IEA R 2RSS CRFERINTEZ B V) FAE R ER, WSAUkE ‘Single Point
Read”, fi/IME]B@ I B HEAT — AN, a0~ BERE, KRR 20 2R SRR TE A R
X b R AR K 34T 7 i«

Begin l'

Set Temperature
Incubator: On

Plate Chamber Set Point: 35 *C

Wait: On

& - D v

Plate: LUM-kinetic
Experiment: Multitask

Cycle Read

Plate: FL-kinetic

Delay
Cycles: & 00:10:00
Total Run Time: 04:00:00

Cyele Interval: 00:30:00

Experiment: Multitask

\\_) End

BB A P I A AR I (1 Ky M S T RAE AT I T PR A2 o G SR 8] [E) B A, 2 L5 4l
H /R V) 553 S T BB R P LA 00 A 7R 0 ) o At 22 2 A AL

Molecular Devices
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Category
Wavelengths Timing Settings
Plate Type
Read Area Total Run Time 24 110 : DO E]

Timing Q hh :mm :ss
ke Interval | 18 : 12 : 16
Speed Read

The interval between readings is greater than the maximum allowed.

More Settings
hh:mm:ss
Minimum Interval: ~0:54
Maximum Interval: 18:12:15
Number of Reads: 2

3. REFHEN

52 RUEME, ‘wavelength IBEEA I DA, Toilotmlie. ot ANk 22 SOt

Hg ] DO LREAT M 1
D St AL 2 R A T

7E “start” 1 stop” FHE 1 73 SN ARG T A AN 28 LEAS I K o 7 “step” FAE TR AAG I 1 2

[BI2AE, /oA Inm B4R, Q0T EBILUOSRICEBE T A B A i a6

‘.;;:, Settings

|
Read Modes

Spesd Read On
ReadOrder Well
Show Optimizer On

Choose a Start and a Stop wavelength, and a wavelength step for each increment between
reads. For derails, dlick More Information.

More Information

"t I R R 2 o
B oM O B D B oo ¥ e
ABS FL FRET LUM TRF TR-FRET FP LUM-Dual
_ Y
O @
D 3
Endpoint Kinetic Well Sean Spectrum
Category Settings Information
Winnelensiln Wavelength Settings Spactrum
4 Absorbanca
Plate T - 230
ate Type Start: . nm Start 230
Read Area Stop: 1000
Shake sop. 1000 [l nm Step: 10
Speed Read 4 Plate Type
More Settings Step: 10 nm 95 Well Standard clrbtm
Landscape
Height 14.6 mm
4 Read Arsa
Entire Plate
4 More Sattings
Shake Off

2) BOGIRERN

ST
a) TE PR P K (Excitation) 48 & 5 K (Emission)
B RS E e MR KEKR.

Molecular Devices
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b) TE R K (Emission) 343 &k 3 K (Excitation)
L IEER KNI E R K EN.
FESHES 3 AR K, ARG/ 2 bRk, APt

‘f;f, Settings

: | |
Read Modes = [ e o a4
e oda [ B % ¥ OB 4 % @

ABS FRET LUM TRF TR-FRET FP LUM-Dual

LT | |
“~ Q0 © 0 O

Endpaint Kinetic Well Scan Spectrum

Category Settings Information
| Wavel hs Wavelength Settings Spectrum
~ 4 Fluorescence
Plate Type @) Ex Fixed/Em Sweep  (7) Em Fixed/Ex Sweep

Emission
Read Area S ih
PMT and Optics Excitation Emission Stop: 750
Shake B useF Step: 10
IMore Settings i Excitation: 350

] i 4 Plate Type
> . o e . dat 96 Well Standard clrbtm
Landscape
Stop: 750 . i Height 14.6 mm
4 Read Arza
Entire Plate
Step: 10 nm 4 More Settings
Shake OfFf
ReadOrder Well
Show Optimizer On
4 PMT and Optics
Auto
Read From Top
Integration 400
Read Height 1.00 mm

Choose 3 Start and a Stop wavelength, and a wavelength step for each increment betwesn
reads. For details, click More Information.

More Information

iD5 PR AR O AR RN 338 K g G T A Unknown J53, #iE, A5 mid
OK, fERIAL T A fiddi Read.

Molecular Devices
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UD EVICES

. : = |
@ Settings
" e # M & U e
ABS FRET LUM TRF TR-FRET FP LJUM-Dual
Read Type o
Well scan Spectrum
Category Settings Information
Wavelength Settings Endpoint
Plate Type 4 Fluorescence
R (©) Unknown - Use the Spactral Optimization Wizard to Lmi 485,535
. determine the optimum wavelenghs 1o use for the read 4 Plate Type
PMT and Optics " 96 Well Standard clrbtm
Shake @ Known - Specify the wavelengths for the read: Episcans
Mara Settings Number of wavelength pairs Height 14.6 mm
Excitation 4 Read Area
= Entire Plate
Use Filter 4 More Settings
Iml 485 M nm nekec O
ReadOrder Row
Show Optimizer On
4 PMT and Optics
Auto
Read From Top
Integration 400
Read Height 1.00 mm
To find the optimum wavelength peaks, select Unknown. To define the wavelengths, select
Known and type the wavelength values in the fields. For details, click More Information.

Mors Information

SRJE = L B R -

pi

Read Settings
Resdsemngs |

Specify the wavelength range and other parameters for the optimization. Click Next to continue
Blank well
Sample Well
Optim
Sean Option:

Start Excitation Wavelength 40—  StertEmission length [“a50— length Increment
End Excitation Wavelenath 70—  End Emission Wavelenght [ 00— =
This scan uses a 15 nm bandwidth for excitation and a 25 nm bandwidth for emission.

The minimum Start Emission wavelength must be 20 nm above the Start Excitation wavelength.

FLAE B B WO ST BB VE I RO AT, 285 /ity Next, i8> Blank L, ff Next i%
$—/> Sample fL, Next RIW], Hl&%HaAHE 2% TE:

Molecular Devices
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DEVICES

e

Sample Well
Read Settings Select the well in the plate layout below that contains your sample. Click Next to continue.
Blank Well
Sample Well
Optimize £ s | = = I e | 7 g 2 =L = 2
A
B
c
D
E
3
G
H

T BALE RO A H A, PR BIRE AT .

| Spectral Optimization Wizard

rimization Wizord e ||
Optimization Complete

The cross hair inthe image indicates the optimized peak wavelengths. To change the wavelengths for the read, drag the cross hair to a new location
or typevalues inthe fields. Click Read to read the microplate using the selected wavelengths.

—Wavelength (Optimized Peak) ™ UseLogscale

Optimization Complete Excitation 620 nm Excitation (nm)

Emission 670 nm

gth (Custom
Excitation 520 3: nm
Emission 670 3: nm
Reset to Optimized Peak

Em must be 20 nm above the Ex
(=40 nm recommended)

—Change Optimization Settings

Restart Wizard

—Selection Point

Emission value is »= 40 nm above
Excitation value.

Molecular Devices
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4. Bl RE
B2 RPATIAREL, M2 T “Well Scan Setting’fL AR I B2 (¥ € « i s YA, 4
<E

©

Endpoint Kinetic Well 5can Spectrum
Category Settings Information
Wavelengths Well Scan Settings A WellScan
Pattern: Fill
Flate Type ) E.v'
S Density: 4
Read Area g - e - Spacing: 1.36mm
PMT and Optics Total Points: 12
‘Well Scan Settings 4 Fluorescence
Horizontal Fill Cross 3 5
Shake Lmi 485,535
i 4 Plate Type
More Settings =
g Points Per Well 12 96 Well Standard cirbtm
i Landscape
Density: 4 = Height 14.6 mm
| 4 Read Arsa
Entire Plate
Point Spacing ~1.36 N oo
= Shake Off

i ReadOrder Row
Show Optimizer On
4 PMT and Optics
Auto
Read From Top
Integration 400
Read Height £.00 mm

Well Scan allows readings to be taken at more than one location within a well. You can specify
the scanning pattern and density. For details, click Meore Information.

Maore Information

fPattern’ T, HUESIIO M Bk FAFILLN: (BT, W, 72X, RillE L
#E Density 1l Point Spacing # (T HIR S B . B AU X e I 0S8 .

e S SRR REAT A I COKC BN, [ B SCRY . BOVKE IR, 2 TR A 07 2
)

Read Append

Read

WAMEEmTHSE

RrRe S HBOE O] DUSe B B 7 2 A, AT DA e P B E AR 0 4
BCEFER A, PR SeIe AR AT B Sh St b B, fRAFDN spr R UUA,
BEE BB LARAE, BUSTITF AT LB, AHEAE 25 E )

FITAT XA it ) 23 L BERE 8 T LAFE “Template” 52 i

Molecular Devices
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|| Comparison || Workflow|
Navigation Tree @ <

I\ New Experiment [E New Plate
[, New Note [ Mew Graph
3 Delete Selection [ ]| New Cuvette Set

4[| BasicEngpoint

[, Inro

4 I expr1
(iii] Platel

 news

[11] unknowns

[1T] unk_pilution

[ 1] contral

StandardCurve

z Reduction Settings.

Wavelengeh Combination - I
Wall Scan Reductio

gt o R I TR R E

Select wells, and then add or select a group {or blank) and assign.

Copy H Paste ¥

L .4 3 4 5 & 7 8 9 10 11

View (@ Sample Name () Descriptor

Plate Blank

Groups

[(Edir | [Delee]

4 Standards
Standards

4 Unknowns
Unknowns
Unk_Dilution

4 Custom
Control

Spacing: 1.36mm
Total Points: 12

4 Fiuorsscence

tml 485,533

4 Plsts Type

96 Well Standard clrbtm

Height 14.6 mm
4 More Settings
Shake OFf
ReadQrder Row
Show Optimizer On
4 PMIT 2nd Optics
Auto
Read From Top.
Integration 400
Read Heignt 1.00 mm

:'.

S BRAR R R R, R P BT RS, SRS R, AR5 M Groups B
NhE SRR BT AT I 4, B kR 2 Standards, R ZNEE S ZH Unknowns Al A 1

BEFESZH Unk Dilution, X HEAE 4L Control.

Molecular Devices
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DEVICES

B Template Editor

.
Selectwells, then add or select a group (or blank) and assign. @

Groups

Paste Clear View (= Sample Name ( Descriptor tdd I Edit | Deletel

1 2 3 4 5 [ 7 B 9 10 i1 12 = standards

EUnknowns
Unknowns
Unk_Dilution

Elcustom
Control

Assignment Options
Blanks Standards

Sample I(}l ﬂ

Plate Blank | .
Concentration | mg/mi
Group Rlank |

Assign | Series |
Print I 0K I Cancel

A& BT .
1. BEZXKKS R (BLANK)

HEN R AE, T L Al & A2, A Blanks 2971 Plate Blank $%4H %
5E Blank L. 45 5 20 0 HE Al i B0 45 B 38 5B R N TR AR TR (A 1 & A2 ~F-3AE) I 45 B .

Molecular Devices
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Molecular Devices, 400-820-3586

Select wells, and then add or select a group (or blank) and assign.

View (@ Sample Name () Descriptor

1 z X 4 5 & 7 3 g 10 11 12

Groups

Addiy | Edit || D

4 Standards
Standards
4 Unknowns

Unknowns
Unk_Dilution

4 Custom
Control

G

H

Assignment Options
Blanks

| Plate Blank |

Cancel

2. WEFRENES (Standards) R HER R FRAERRLZE

A — FR A CENIR IR FE I RE S SO bR HERE an i), S
B1/B2 % D1/D2, xiii Groups F=H ] Standards, £iil7 Assign

L] Template FROT e ——eeee

SN TP T

Select wells, and then add or select a group {or blank) and assign. @
Groups
Copy ] [ Paste | [ Clear ] View (@ Sample Name () Descriptor [ Add ] [ Edit I [ Delete ]

1 2 ¥ 4 5 & 7 3 £ 10 11 T2 4 Standards
s

B 4 Unknowns

T Unknowns
= i : Unk_Dilution
c o1 0 4 Custom
Control
D D
E:
F
G
H
Assignment Options
Elanks Standards
Sample 01 -
Plate Blank =
Loncentration mg/ml
Group Blank
Print ok || cancel

Molecular Devices
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UD EVICES

Standards 41705, WS AR AHEREA F A R R

[6H] Series - -
Define samples as a series in a template. @
Series Layout
Start From Pattern of Replicates

@ [§7] ToptoBor
4] ToptoBomom ¥ - Direction 2 Well(s)

© 4] Bottom 1o Top ¥ - Direction 1 Well{s)
i 5] Left o Right

0 lg= | Rigntto Left
|:| Reverse Series Order

Sample Information

Starting Sample Name 01

[¥f] Concentration

Starting Walue 1 mg,/mi

sepby [{ =] 2

[ ok || cancet |

‘Start From” #' ‘Top to Bottom” , ‘BottomtoTop’ , ‘LefttoRight’ , ‘Rightto Left’
RRIZANFE R MIBAT7 MR d5HES . “Pattern of Replicates” Fon A X HiE Y #iE fL; A
#li% ‘Top to Bottom”, X fi&E L2 />

Sample Information

Starting Sample Name ' 0l |

FonAIRFE 5N Grol, LB N Gro2,
Gr03...

] Concentration

Srarting Walue | mg/mi

Step by |E| 2
£ FEHET NG 43R E,  ‘Starting Value” R LIGFE
rh PR EE, AT ATEHE N SEANAH N EE . “Step by FKom LA 7 ST IR BERAE,  BITH T 42
FERTDUERE . -v * /7, JSHHERN AT DA AE, PR aqR B2 1, 39 2, ik
P+, HA 2.

XEMES T A COK’ ik, [FIRISCRFE W FE. ‘Plate” AR/~ ‘Blank” FIFRAERE &

Molecular Devices
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& MOLECULAR Molecular Devices, 400-820-3586
DEVICES

‘Standard” FIFR A AT I IR WALAE -

& Untitled1 |
“ | Comparisen | Workflow |
i ;
Navigation Tree @ < - e
Exprl Patel » @ & I @ = » A
4 [} BasicEndpoint
& o Sertings Information
Platel Endpoint
P
REe 1 2 3 4 s & 7 & 9 10 1 g
(L] prate1. tml 426
[} stondards & [ o | cams | o [ i | nmm [ ome [ s [ acen [oom [ | s [ o | 47T
[T unknowns 86 Well Standard clrotm
] unk_Dilurion B [ amm | 2mz | osw | amo | ase | wsm | i | e [ ewm | s | o2 [aom | Hent esmm
m]c:mtm\ . 4 More Settings
- € | 2407 | o5 | 2385 | coms | oaes | sy | oo | rm | naos | osme | rwe | 1 b
|1 standardCurve
ReadOrder Row
D | 137 1492 1577 0282 0815 1399 1635 0632 062 399 2617 | @727
E [ om0 | 23 | oss | omss | 2 | 0e | 1ses | 1s23 | osso | st | 203 | ouse
F | amo | 2ur | s | som | oo | osss | osm | ares | oms | eser | ome | azm
G | 25e3 | oezs | osas | 2221 | 1455 | o7z | osss | 02es | 03es | 1mas | zess | omer
H | €026 | 2600 | 2388 | o111 | 0203 | 2207 | osss | 228 | zzos | 01ee | vses | 14z
Read Information
= Spectraniax 103
Reduction Settings Simulated
Optical Density Start Read - 15:32 2017/5/24
Flate Blank Used :Lm1 = 1.250
Wavelength Combination - !ILm1 Mean Temperature -

WIbRE S H TR B EERRE SR, |TENNFINE LGP IIRE, wEIEWNT, 1
ke BAE LR ‘Descriptor’, FILUSHEE HMREC RN, W B ST B bR
HEEEE, XRFESMGSIN T 7H ‘Concentration” -2l B o4k 1R ;

L Tempiate Eitor e ———————————— 2

Select wells, and then add or select a group (or blank) and assign. @

Groups

Copy Paste View () Sample Name @

. [ Add || Edit || Delere |
1 2 3 F 5 6 7 g 5 w1 12 4 Standards

B — -
A | 4 Unknowns
0 Unknowns
B “513 "ﬂaﬂ;’ta dpE
Unk_Dilution
C 000 DOD 4 Custom
Control
D 5.000 5.000
E
=
G
H
]
Assignment Options
Blanks Standards
Sample 02 * I

Plate Blank
[ : Concentration  3.000 mg/mi

Group Blank |
[ e |

[ ok || canca |

TN 7 AsdE b, AL S BiEH Standards”, A5 SRS E i s X IR R 43
HAGE, AL FEA bRAERE S B0 R A% 2 BUbR v S A I B4 s ¢ Value” #1208 1 AG
M#{E, ‘Mean Value’ 51| &Il E4E T (H
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‘@’MOLECULAR Molecular Devices, 400-820-3586

DEVICES
4, Int o
2 8 im * Expri [1] standards i S T L | -
G Platet S A
e e SO -
'In L'Mm‘_mf Sample  |Canc ‘;—I! ackCalcConc [wet:  vahue < ﬂ&—-['w : '171:5] ﬁjﬁlu'lt
_-.m oD | of 1000 0,988 E:ll 0.115 0130 =c-.a:|?'] 55
[l contral | 0356 Bl o1 [
[ stordarciy. 52| 05| 0,500 ] oS 0290|0007 218
| 0.557 2l gl | ]
0= oas0| 0211 o1 0355 0380|0007| 20
| 0.178 | o1l pass | |
Smallest mandard valus: 0130 Ll
Largesu standard value: 0.350
Expil |::| Unknewns .
ﬁhm:l ﬂjj Standards ﬂ ﬁ] ju;? e . =
TESR G VRS

W25, xR AR T, A O R

;5 Formula Editor -~ b - - m
Enter a formula. For assistance, enable Syntax Helper. @
Name
Colo1
Comments
Formula Syntax Helper

f |
Check Syntax l
I Data Display I
Sample
I [ Numeric notation v]
) Significant Figures 5_3 | 123 457
@ Decimal Places 3

[ ok || canca |

‘Name” HIENZAHARM AR, BITHE S5 45 . ‘Formula” "IN 4 ol
RLFH Ao HeanZEAF BN 5 S LR AT IIME H B R AR, v LAE ‘Name” HHIE A Max,
‘Formula’ HiH A\ Max(Values). #%AHHELS A ‘OK’ #iik, [A1%] ‘Standards’ #=, I
T B R
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BEnpEe

Gmabest yiandad wrles: 0130

Largest manaderd wskies D360

[ B [T T

FEBERE ?ﬁiﬂ%&i@%&?%bn~%ﬁ*ﬁ%%, XF M R SR REAT AR THS . A

e o
=
Enter a formula. For assistance, enable Syntax Helper @
| Mame Hide Mame
Summaryl
Description

” Comments

‘ Formula [¥#] syntax Helper |
| |

| Data Display I

Sample
[.aneﬁcmtinn .-.'_.J
) Significant Figures 123.457
! @ Decimal Places 3

‘Name’ HUENZE LM 4HK, BITHES RS HA . vJLOEHRER 5 ‘Hide Name’ .
‘Description” HIEAX1Z @ 1A . ‘Formula” FIENZELE TN HB AN, HnERS
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& MOLECULAR Molecular Devices, 400-820-3586
UD EVICES

N HAE A R 0SSR IME e NEL, AFKATIESA ‘Minimum’, ‘Formula’ 5
A Min(MeanValue), XIEHES NA OK™ Ak, HEU0 2.

§ -
E L BescEndpo.. | ' =
ER o 2
8 & e Exptl [t $tandards i L] a
i haml
_.:|“,‘, Srandasds 5&
T '!Lm-‘m"; Sampls Cont BeckLalclCone Wels il e s dalhe 0oy e
| Link_Diburton A sl AeaR] Sl b 111 T AnnT =
= [:H 1000 LE: Bl 0.115 01200007 59, 0125
(1] cartrel a6l 82| s
h] SeandaridCu... 2 L) Q000 (8} 0.3 0240, 0.007| Z5 0243
0567 o2 0.145]
o3 0.250 3731 ol 0.325] 03s0:0.007| ZO) D365
0:178] D2|  0.3s5|
Smabsr randedvali: 0110
Largeat manddard ke 0360
[ Réinimumn = 0120 I

| cuans T tinkonn o a I

I ZRh 7 AT DG [E] — 2 B 2R AT o v SR AN S A
U SR 5 R Z AR U b 2 A A PO M 2R 1K1, v 7R3 ST Navigation Tree BB T HA=
i ‘New Graph’, Wl T K FiR:

4 Untitled1 |

m Comparison || Workflow |

Navigation Tree L,L,Q <

ﬂ New Experiment MNew Plate

& New Note [ Mew Graph <:=

@ Delete Selection | || New Cuvetie Set

4 a BasicEndpoint
|j_ Intro

a Jl Bpu
(] Platel
|_|_U Standards
U_“ Unknowns
[ 1] unk_pitution
Uiu Contral

|ﬂ StandardCurve

AR AU S WE, XY, DUS 2l R, SO 2 A2 PR B SR A PR AE DI RE,
NEFTR: ‘Graph Title FHENZ K EIR AR, —ikEha DA 244k
FEAZXTIEHES,  ‘Plot Name N Z 55 MM FR, B DLSEHEE T E h 25 N4
T ‘Available Group’ ik £ Fr il H ¥ 5 i, 1%49] 1 9Experiment H1#]StandardsfE X-axis
A -axis AT DL T A2 8 0 il 2 A AR AR A AR AR BT F AR 8l 8 rh e %

Concentration Ffl1MeanValue.
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| Plot Editor - Graph1 e
Cefine one or more plots, select a data source for each, and set plot properties. @
Graph Title  Graphl
Plot List Plot Properties

[eiez | Plothame [
Plotl
E Awvailable Groups Data Input
4 Exptl H-fis
| Conc - |
Unknowns -
Unk_Dilution | =frxd | |
Control
Y-Axis
|Mean‘u‘a|ue = |
Error | No Error bl |
Plot Attributes I
Symbol Style - o
Symbol Size - >
[ ox || cancel
Flot Attributes

Symbol Style I [ ] vl
Eymbol Size I - "I
Line I_ vl

Set Color.. |.

QK I Cancel |

Tk 3 I A Bl s AR AN €

Plot List
Add. | | Delete |

bou N

FoRZE AW L2k, ATl ‘Add.. CfEIZE I ZE, 1% ‘Delete’ MIFRiZ A2k, A
BIRACN— 42k . SHEHER F A COKHIIAFE N :

40 B R AL T HE AR A B B m] DL 60 2 1 gl 2300 5, 2 R B BT A3 H] ‘ Linear®
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Exprl StandardCurve [#l A [Category |a ~ | Fit|Linear : ~||EE | A

StandardCurve

feanalus
i
[=x]

-

1'13 0.1

Conc

® Std | Standards: MeanValue vs Conc ) Weighting: Fixed

Curve Fit Results &

Curve Fit : Linear V= A+ Bx

Parameter Estimated Value Std. Error Confidence Interval
sti] A 1.158 0.245 [0.525, 1.793]
RZ=0.241
B 0.712 0.565 [-0.728, 2.164]

A — RIARENIR L I RE S AE LR th ksl iy, Rl BEN ARSI, P AL
A3 A4, riidi ‘Groups F=HFZEHIE T “Unkonwns’, ridh ‘Assign’:
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& MOLECULAR Molecular Devices, 400-820-3586

7 = ™
(i Template Editor i L. A A - Ld M
-
Select wells, and then add or select a group (or blank) and assign. @
Groups
Copy | [ Paste * | View (@ Sample Name () Descriptor l Add ] [ Edit ] [ Delete ]
1 2 =] 4 5 & 7 g g 10 11 12 4 Standards
e - - T i Standards
PBlan Unknowns
o | stondards
Gk fEE Unk_Dilution
G 02 ] 4 Custom
Contral
D o o3
E
G
H
Assignment Options
Blanks Unknowns l
Sample 01 -
Flate Blank
Group Blank
Print ok || cancel

ke s 52 ) mp s R g

|uil| Series e

Define samples as a series in a template.
Series Layout
Start From Pattern of Replicates
@ [#] ToptoBom
[# Top 0 Bomtom X - Direction 1 Wellis)
© [ #] Botrom to Top ¥ - Direction 1 wellfs)
@ [imp] Leftto Right

) |qmii Rigntto Left
I:l Reverse Series Order

Sample Information

Starting Sample Name .D:L

[ ok ][ cance

RBEMIEELHES],  ‘Pattern of Replicates’ BE A 1, MAidi OK, A[FF
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Eattinga infomation
Endpesira

B fbwmrbancs

Ll 405
H o Samings

Shaka O

Caditrat Dn

Carriaga Spand Mormal
Cakmn Pricricy

A
:
c
o
£
F
a
H

Nead Informesion
ST S
Reducrion Sadngs Eimrdator
Opzeal Daraity. SnamRead: 13325 200-2-22
© Pl Bland Flaad - 11 - 0015 Trennzrvhem St Bnink -

%E ‘Unkowns’ F2NIEN T ¥ :

4 JL BasicEndpoint

Intro

4 Leot

] unk_itution

(1] contral

StandzrdCurve

- Outside standard range

TEZRMET, ‘Values RonMIMIE,  Result’ s R4 b i 1 28 37 NAS A BT 73 21 1R B
I ‘Range? Foni Hyu .

WG| ket 28 AR AX, WITHR S Rt el . B 0w 25| i dh 2 mr Lg%+ i P
PEEEAE . Wi ‘Unknown’ 20 NEHK ‘Result” HdE%1), < IR A EHE:
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DEVICES
B = — — B
§i# Formula Editor - M
Enter a formula. For assistance, enable Syntax Helper @
MName
Result
Comments
4 Formuila [C] syntax Halper
InterpX(Std@StandardCurnve, Value) -
| |
|
Check Syntax
Data Display
Sample
[Numer]c notation VJ
: ]
_! Significant Figures 3 123.457
|
@ Decimal Places 3
[ ok || cancer |

XANBHE AT LAFE ‘Formula® N figw#E A3 : interpx (Std@StandardCurve,Value)
AAFE-ZE: 8 ‘Unknown’ HJ “Value’ fH+7 A\ StandardCurve’ ZH NHIAY Std FpdE 2k
B, MR X E. XEFEBERLSMEN AT mRMZ&L T2 plotl, XAHIZAL
T Graphl Tifle WIAHMN A Z0N5E: interpx (plotl @Graphl,Value)

BRI ARLTR. S HFEES N (Formula Reference Guide).
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