Qsep100 ZFREH 04T RGN Total RNA HITREERAIETE

ERREA: R1 -EJA Total RNA BEAS, _EHUKE I v

5-100ng/pL, W EHLAE 10-20ng/ul (Qubit &) ; NRI (Hf

RNA £3) FHUE MR ETEE 0.5-10ng/pL, F EHLKE 1-5ng/ul
(Qubit FEH)

R B RNA 53835 48 RON(RNA Quality Number){H 1-10

Gy KA & Total RNA 5E 841, Bk 10 1) Total RNA FE 4T,

FRBEI 1 1) Total RNA 58 B2

R DUR SRR H 5B B RIFEAT B AR TC RNA BE, P PR

i FH B 7K # R DEPC KBTS RNA BgK.

1. WEZMK

1.1 7y B2 (SEPARATION BUFFER) (1x) : i DEPC 7KK 10x 1)) &
ZZPRE (Cat.No104409-10X D Fike s 1xfdi

1.2 P22 (DILUTION BUFFER) (1x) : Fl DEPC 7KK 10x IR 220
R (Cat.No104408-10X ) FiBeil 1< P25 vF i o

1.2 Fi220h (DILUTION BUFFER) (0.1x) : F DEPC /K¥ 1 x[\HaRe2s
MR R VR A 0. 1< R RE R -

2. & Marker

2.1 70 20uL 1xH R 22 i 21 200uL (1) PCR &

2.2 i 5uL 5% RNA Lower Marker #| UL | PCR IR A5, RIFE LM 2| 1%,
2.3 NN 10-15 pL & %y

Lower Marker 15 F By S :

D) fHHE: BRWBFESTEFE 0.1uL ) Lower Marker, REMFEASVHFE 0.1uL 1)



Lower Marker, EATHFEAR I IREL.
2) SRR AR S @ S0 MFEARTE S, AR 2 TR S
4°C. # Marker AA<15 0 L AEBE BESIN, 185 BAHH .
3) U RNA K3 J R F 5 R 7E: 5XRNA Lower Marker<3 /> A 7] 4°C{#47,
KHIRAFI-20°C, TS 4°C.

HR: RNA RRBER, BT RABLEFHBANRRET FEALERRT,
FBRFEISLRS, AEFHH. (WTED

—
RNA
g H‘a Cartridge Kit (17
R A rodues Naui 108110
&. # - &

e

’ " 4
.,F B mess s ew ameinee

2.4 Size Marker C109600( 7] 3%k, FE1H5 A BEff K/ NICED
2.5 0 14pL <A BEL2 M 2 200uL 1) PCR &
2.6 JIn 1uL ] RNA Size Marker %L\ _E PCR & IR A 1%]
Size Marker 3 iR E:
D AT Z AT, 70°C 2min - SEZIVKIE 5 min.
2) i Size Marker WL 5 - B R RAF -
*EE RSB ER)EE FE marker & .

3. #% Total RNA &4
3.1 BEARRE: H IxFBe G2 i RNA RFEA S K G N 10-20ng/ul, 44
FA>15ul, Ji% 0.2mL PCR % . JUEE E#H PCR Rk b, WIFEAIKE LK, wrfdH



0.1x dilution buffer FREAEAS, $i AR M R B QAR B AR P 38 e RE B )
—IEW, FEARWE=200ng/uL, B 1 X RNA Dilution Buffer FRFE A3
10-20ng/pL; FEAIREE <200ng/pL, F 0.1 X RNA Dilution Buffer #BEEEAZ]

10-20ng/uL.

/ RNA FEfhHES * \
: 20pL * SAE ' |
Tk b — E /
| L]
/

0.2 mL PCR %
" 70°C
0.lmL PCR &: 10uL 2min S

3.2 PEARASVEANEE: 70°CASYE 2min, SEEPJRK L Smin, FE_EHLEEN.

4. FTFF Qsepl100 1353 HHIFEA TS EEHLIFR

Qsepl00 X 2§HF K (A) FIESELEHIFR (B) SLYHE



5. WM “aQsep 100” Bt5, IFTIHHAM:.

6. /% “Connect” B RGEL

Auto

QSEP100: 05330... -

Search

Change Sample Change Sample

Change Buffer
Park

Change Buffer
Park

i
i

7. MEZ MBS Marker

RE “Change Buffer” , JA Marker FIZZ M

7.1 i

Fric “S” BN AN 1xSeparation Buffer (JREFEE 10 5% , brid “C.
W. P” BJ=ANMHRE AN DEPC 7K, I ey 52 DA PR R 2 2 2k 2/3 LA Ak
NE o KR % E TR AL, B ORGP B T ) B . SE R
TEPEANEIHE, A RWEES, ABUNT 172 B 2P R g A AR R A
AR RN, RIS B4R .

7.2 Marker




7 MC1 4 & 1x RNA Lower Marker. C109600 Size Marker (1uL JE i
+14pL1xdilutuion buffer, V&%), 70°CAME 2 7p%f, M/EILRIUKME 5 405D HE
T MC2. AFIEERMBERERARBER Marker R TEE, RIEEFIRE
&

8. THER

RUI%E Change Sample, FTHE RS TTIFRAREAR (FEARMAF>15uL) , 15
HIREABBRTFRAESRHE, FEAEREET

lQSEPﬂ]B: 05330... l




9. Jik “Park” EAr

10.3ENRF

10.1 3R RFBESEMATILIIRME, FRFER, HEHR 10.2-10.4 PRYREE
KH. FHAEAEKRR, WEFERLL, M 10.5 PRELELR.

102 FTH-RFS7EaLE, HEH RIS —BRFFELDIRA, NRI RRIEE
FROCIGER. ERREMR SR a, WARZERCE NR1 Rk, HEHEHK
BT R BRI, ORAFIS 55 L IRFF R R B R AT HALIRES

10.3 HRERESMH AL BamARR LR ORILT, FEERZ
ZAE 2-3 IR, DMRIERSKEHBEBAALA

10.4 Bk, HIEAMRE Rk B X, S0 RFFRRENDIRE .

J - .

10.5 BUZIERITT AR RIIT, AR R AEREN —m#HE A, &
RERRKNT QF: RFITHIFRE DL 507 A .

GE

10.6 sk “Latch” BUE %K, FIHELETHE BREE R IAREE.



| Latch | i) | Unlatch |
Purge & Veriy
Latch

Calibrate Calibrate

0

11 R R IE

111 BRI AL Ui B«

R A% i B R 2ok i OE AR OREHE IR, B KR DU R 2B IRAT R R I
1 mik “OK”

fCartridge Performance Check X ]

m HV purge pass. Please continue to calibrate cartridge.

2) sk “HV check”

FAE S Is 5 2 RE e R R T REBOIRAS, W AEREAT HV check #ERT, #i5E
AR IR AL TR RS (T b TR IRAS I FRLRAR N 2K € FRLIR R B2 A B
IKFEZORE, JFHBIE>2pA)

= | Unlatch l
(__calibrate |




b
&

& RrU g
'
B 3

&
e

*If the HV Check failed, please refer to troubleshooting (1).
3) Ak “Calibration”
SR 1XxRNA Lower Marker JRE /£ MC1 7 &, %A, AF>20uL.

13_?1i

1374

a.|3|
2
('8
o

T.Sﬂl

5.16 |

|
}
3.03 |
1 2 3

Migration time {min)
(E: FIeR ER T s 45 5
112 [FHERR, BEEEADT “Recalibrate” TR IE, &IEIIE E3h#ER
“Recalibrate Succeed” , i “HiE” B[,
* BHERRIE 3 RAETFERRRBAR ST A

12.217EF CEEERAPERR, S8 12 v 2%, BEE53#T 13)
MIETSAARGERE: (1) BEARME; ) WAAFER;  (3) JEFERTE;
(4) MIGREL; (5 EFE;  (6) iR i s; (1) ZHKE



 Q-Analyzer for Qsep100 Basic - B8 X

Fie EOR TOOI View Window Settings Lanjuage Hep
p O . "E s
CHIES | B8 | ) |4k] & D

Main Method Direct Control

[ Purge & veriy | ([_search )

Disconnect

[ Ghange Sample
Change !uﬂ‘er—J
Park
® Projectimormation 00000000000
veore s 000000000000
000000000000F
Gartriage Information | 0000000E
ame R0z 12450 0000000
Expiration Date2024-War-23 0000000C
‘ :':’:R"\:n”mle ;Z?A—FB&‘Q OGOOOOOB
Pl oA ACAACAA
| Sequence
NC. [ommn [ toe Lsme

s 23‘: Vethoa g:""l"e [ :’f“ - i Result Hame Para__ A

1 ot Rat00sde0 lieo T <R =

1 2 3 4 5 6 [

o=

00:08

[ * Micre vial @ == @n\w

v Adjust
Buration (sec. ,[:° ]
Port

100 80 60 40 -0 0 20 4 & 80 100"
ple ¢ t Doo atch/Unia Runs Left

12.1 fUEREAANIE “Sample Position” , MEHUFEAN B H- i A
ID %) , FEpJamd “OK” #.

{58 (Sample

C\Users\del\Q-Analyzer for Qsep100\Result\230226\default.sap

s

[ Eat || ctearan || save |[JFip

L c JC s J|2aane
Sample Name Sample Date Patient Name Patient ID

O O OMC Sample ID Sample Description

O O OMB 12 1 10 8 8 7 (8 5 4 3 'z 1
\( W }[ P ]OOOMA"
0000000000 OH
OO0 000000000 OG|[
O0OO0O0DOO0OO0OOCOOOOF|
O0O000000O000O0E|[
OO 00POGQOO®G @D
O0O0000O0O0OOOOC|F
 FEIEEXET RN YN 1amN
O0000000Ce0ee- T
12 11 100 8 7 &6 5 4 3 2 1 A

O]
%?

122 sailliA77 % “Method”  FFUb FEHLIK T4 R-4-10-04-480, FIARHEHAEA_EHL
W EEVE R A B FE . (Sample Concentration £




| “e Method Selector X
I Application RNA Glycan Protein
|
| Analysis Type Quantitative Sample Volume (x) - | [ i
| T 1T 1
| Alignment Marker [RNALMMC-1) ] 20 (WA | OReduce @ Normal (O Enhance

Cartridge Type (R1 ~ | [RNA Cariridge(Shelf Life- 4 Montns)|
| Sample Concentration O High (=50 ng/ul) @ Regular (5-50 ng/pl) O Low (=5 ng/pl)

Method Description Range Remark
R-4-10-04-480 e 0 0 otal RNA Q
0 0
R-4-10-06-300 Sample Injection 4kv 10s 20nt~1000nt 5SRNA & dsRNA Fragment
Separation 6kv 300s Analysis

T-HVPurge-04-120 HV Purge for 120s

T-Purge-120 Purge for 120s

(@) High Voltage Purge () Purge [_] Purge Modification

| customized Method |

12,3 (Ali) kb e 1] “Sample Duration” , BZ8 %7 A /N R BEHERE I 1],
TR RN A AT 20s. — B 10s.

124 CAJ3) kb RAt “Runs” o — ik 1 k. ISRk 2, AEFH—FEAE
SR 2 IR

12.5 (Alik) fiksy 2} a] “Separation Duration” , A NED, BARE T K/
SRR BERE A7) BN 1] o FRLYK 23 B B 1) P DATE B 2 BT BRI AE PP AR BB R A B L BEAT B T
WE; HATERKEETESHES) “Modify Action Duration” I E] 3 SZ i} R %
gag- RN I

12.6  (AJiE) fMikss R a 4 “Result Name” , FANZE R4 50— HT 4K

Sequence “--oy

I Open I Save ISﬂUEJ\S

Sample Sample Separation
Paosition Wethod Duration Duration

Result Name Para;

1 AO01 R-4-10-04-480

Delete

00:08




12.7 s53% Para, {15244, Baseline Factor 54 5000

@ Calculate Flow >4

| [ Peak Smoothing - |C|

[ Peak Threshold - |10.00 | [JPeakDefinion: |8 |
Calculate © Reference Marker Table rs\dell‘\Q-AnaIyzer for QSep1 O0\Reference\R1-4-C109600.rfm | V | Browse l

Q Create Size Marker [G10s600(MC2) | Every [& ] times
Injection time of Size Marker - sec(s)

Reference Marker Table:
| | [ Browse ]

[] smear [5how Smear Setﬂngs]

[ Peak Calliing | |

Auto Assign rRNA lEukaryuiic W l 18 S 28 S
[[] Export Report | Show Report Settings

( oK || cancel |

B EAL T IE B L Reference Marker AT V1AL, WnRe Fr BOERA K/, W]
1%EF¢ Create Size Marker.
12.8 % “Run” J33hsLis.

Sequence L--oy

Sample Sample Separation
p Method p. R pa. Result Mame Para m
Position Duration Duration
1 A01  |R-4-10-04-480 10 1 80 st ﬁ
Sample ID w Delete

[] % Micro Vial I@ Run @mop

12.9 {55 Ktk J i m g,



Value:8.228(RFU)15.31(uA)
Time:10.883 (Sec)
12,9 450

| S R

104 3845
V;
D G
2 G EEL .
97

%%iﬂ%?ﬁ)ﬁ—bﬂi di

0 1
Migration Time(min)

Eﬁﬁﬂﬁ
) TBEMarkerfi S FRHBEEE ;

J WARPRENRES T =R ;
3 ) #AFTRIZEHAL ;

4 ) WA EE T R IE—Calibrate,

1BEFIET (EERHPGERER)

(D WRABRERF: Bhf A S SN Ry miFRS (BFskpe , &
ARG ST Delete MR 7 AE M HORRT , 1 A7l Open i Hhobd i 3L B At 2
FE s “ATIE

Sequence Assay

[om [_soe [ I

Sample Sample Separation -
SN Method R Result N Paral Al |
Position Duration " Duration e =
Insert i
Sample ID v % e
Up

00:00



Sequence Assay

open | | save Isavus

e AT Sample Separation
[ Position N Duration e Duration

Result Name Para

oeane

8

——— | —

(2) EFERFNALE A RGRIEFEALFR: 7 Sample Position T /7 (125 4%,
it 96 FLALAANE], T A MBS s L B, B A (I AH A7 B AL A
fZ8 (Sample ID) , EESME K OK (FEABZH, W LLIEFR{EH Excel B
BT — RSN .

(3) WES5ER/E, R RUN, FF#RIE4T. Instrument 51014 M2 Real Time
RGBT RLEAT SN il A G A

14. 503 517 -

14.1 THFRIZS R
FEAK I 5E 5, midi Results ---Open File, &3 Hbrgs B, 777

File Ed§ Tool View Window Settings Language Help

ol | o AN Ll [l L P e I o ==

jecent Results | Save Result § Save As Jl Save All § Calculate

Peak Calling § Parameters § Show Size/legend il Show SazelTime § Invert GelView il Show Be

llename

14.2 SHRE



P FHEEHRATSHERBIFEA, S Parameters, 1E 5 H IG5 AE AT
Baseline factor (FE£ZE[A-F) | Peak threshold (BI{EZEE ) Fl S/N Peak definition
(AR ) HATIBM, 2k b Apply to all selected files in list. Save file after

new parameter applied I Recalculate result, i Apply.

File Edit Tool View Window Settings Language Help

s [mlvleEla] ] & [=]=]

n Result | Recent Results | Save Result | save As || Save Al | Calculate ear | Peak Callind | Parameters § Bhow Size/Legend § Show SizeTime J Invert GelView § Show BestOr

Filename Enldert f r( ,f A4 @1ana D4 CUTRERT
S | ] 1-3_S1A01_R1_CH1.bopx

/ 2-1_51B01_R1_CH1 bopx | Il
C01_R1_CH1.bopx Signal Current Information Sample Injection Marker Injection Peak Calling
DO1_R1_CH1.bopx

“S1E02_R1_CHA1 bopx valug: 3153 (RFU}

F01_R1 _CH1.bopx 2962 Time. 13396 (Sec
GO1_R1_CH1.bopx]
H01 “R1_CH1 bopx
1_S1AD4_R1_CH2 bopx
-1_51B04_R1_CHZb...

© Parameters X

Baseline Setting

Baseline Factor

24 .40 2000

Peak Filter

Peak Smoothing |0 Peak Threshold | 20.00 S/N Peak Definition |15
19.18|

RFU

| apply |} Defaurt :
B ~oply to Al Selecled File(s) in List
13.95)

. Bave File after Ngw Parameter Applied

B recaicuiate Resujt

| ]

WSS SHOIATRRE,  FTRR IS 75 SR A2 1 S UL -

a. Baseline factor {2 ( Baseline) {13/, Baseline factor ¥ & itk
R BE AR T, 50N W JER AR 25 5 32 2R (R s e T 2 R mT R %89 2000
BEEEmEREIEER.

b. Peak Smoothing £ I8 R UG EHE 1) R, RIoRMIEEAN A, FHAR
555 )y F ;. Peak Smoothing 48 & B LK, a8 23k~ Al PR RS
SERAE, T AT LAY/ R A % e T 72 AR R B R

c. Peak threshold ] LA 25K A Peak FIT 7 (IS 585 , 24 Peak threshold 5
SEMME R, BTN Peak FT T A0S B0 FE tHBR, #5748 & IR AR,
T BT 75 BRSSP A, 9525 5 RE A 31— U AR FE B T 1) Peak, (L[]
AR 5 2 A R I

d. Peak definition BSUZUE(E BoR MG EE, B IEMK, SRR K H R
/N, — % PCR =W B AR, SCPE S VR HIORE A SR 15 B ARG &

14.3 RNA i E7F%: RNA Quality Number (RQN)



(1) BAERT L E B3R5 Lower marker, 18S i1 28S, iR AEA R ™ &, WKL
%, BAFEA R 18S A1 28S, WL “Auto assign” %4 HR4E 28S/18S 1A,
RON fE#i 1R IR K.

(2) 18S A1 28S XA I%E: ] DA h7 3 20t A4 8 () R 2 K /NI 18S
H128S XA THI AR K AN

(3) AN[FK/NE) RQN [y I N EIRT7R, Al AR e % L
DV200: KT 200nt KBS EE, 41X FFPE SRR EEER, BB HER
18S, 28S I&FE, #RIE DV200 SRVFH RNA &,

Peak Smea{ RNA I

| Auto assign | | RNA Factor |

188

185 Start  |261.30 Sec.

185 End |276.00 5ec.

28S

283 Start  |297.10 Sec.

285End |330.70 Sec.

Statistics
@ Individual Total Area
188 (234 | % 1884513 00
285 [49.2 | % RQN
285 /185 [2.10 | lo.73

DV200 |96.4 | % Total Conc. |27.43  |ng/pl




RQN 10 ™ RQN5
'I" T 285 } s 285
1y 2 |
I. R Dl
RQNY9 ; RQN4
mar, 1.r, 285 i ‘ 1 nid 285
n 0
RQANS8 - : RQN3
| " 285 v ’ T 285
&9 8 I -
] L4
RQN 7 - -
-Fa 285 RQN 2 ! Wi 288
» 1
RQN6 — T - -
Wil "s 285 e t s 285
| ) TLH

15 S H#HE

15.1 sty Comparison --- New Folder, F bt v RiI AL HE 1) 45 546 2] Folder
HEWN, ‘A)i%k Signal Alignment ({55 X5%) , miidi Apply All; 4Ji% Time Alignment
(EFERE55) , fidi Apply All; Signal Offset 3774 (GT/A R IEFFLFFMAIEE, 4742
SRR, JEHAANSUE, A Apply All (RS20, nIEEAE R, S
Reset All A HUH A £



© Q-Analyzer for Qsep100 Advanced _ 9 X

File Edit Tool View Window Settings Language Help
= EEL DG % [1¢]
2 W2l o :
2B |E )| EB X L
ewsotgr | oven oter | sove roter e nonge e Thickaess | romet

Filename

Signall Gelview Curient HV Purge. Sample Injection. Marker Inection =
Value: Bﬂ’aé U] =
1274 Time: 420.25(Sec] No Filename offset
B . a1 0
WA a2 31
Wm a3 2
! I
\ (
10.78) ‘ | ‘
‘ It Il
Il
a1 ‘
2 \ I
3 [
\
{ IR
il
it
M I
I
‘ | I
489 | I
1
| N J \‘
A= AT
e e, | iss] M«N |Na® \ 8 signal Aignment | apply All
e e _— 8 Time Algnment | Apply All | | LM only
29! T = 5 - - - Tobal Atnbutes.
T g -8 (o)

Position Time Remaining Pressure Current HV On/of, Raw Count Cart Door LatchUniatch Runs Left Port

5110

© Q-Analyzer for Qsep100 Advanced _ a X

File Edit Tool View Window Settings Language Help

%I?I% Sl S || A |2

er | save Folder hange Line Thickness | Foldert

Filename

Signal GelView Current HV Purge Sample Injection Marker Injection [f
Ve TRy
1274 Time: 570.09(Sec) No Fllename Offset.
- . a1 0
wa 2 723
| (w‘ a3 | -9466|
|
| |
l
‘\ Al
8.1 | [
| [ 1
il
‘ | | “
\ [
b 0
I I
5.07) \ i\
| NIL—
2 b/ | \
3
124
| -
260 H ‘”‘
(—
[ Chart Aributes
-
\ | \ .s,gmmugmmupp.ym
| \ L
| | e 8 e Aignment | apply A1l () Ly oy
Jonal Attdou
T z 5 7 5 5 7 7 g
Migration Time(min) ignai ortsct (8 -| 15 | Apply All||Reset Al

Position Time Remaining Sressure Curren V On/o n oo Cart Door Latch/Uniatch Runs Left

152 FHER
(D FHEE, KE, #EEE, HEEER
T Folder = Ab A5, 1%+ Export Peak Information , FHFRKEE; E#H
Export Signal Chart, 3 H & &]; 1% Export Gel View, T H K, i%# Export Raw

Data ) ‘ﬂ‘ﬁ/.“@'fn;u\o
(2) ZANERFHRE
s B fA/NERR, 78 Report Format 35 Fi%IE NEW B G, s OK 7]

S H PAf R, AT ARYE 75 ZEAE File Format 4bi%#¢ Word 5i# Excel #%2X.



© Q-Analyzer for Qsep100 Advanced

= a X
File Edit Tool View Window Settings Language Help
= 5 | s
BB ]| =B 5 /6]
New Folder | Open Folder § Save Folder n: Line Thickness Sotet,
Fiename o Foldert =& e
2o Sgnal Gel View Curtent Y Purge Sample njection” Marker Ijection =B |
3 bopx f -
o e — pr—
[
Ea s 3
p A W a3 | -oa66|
| I
\ I
| il
: .
‘ “ ‘\ ‘ExXport Peak Information
I | \ Export Signal Chart
| ‘
5.07) 1| [\ Export Raw Data
‘ M| ‘\,_—/ \
= bt/ |
H N
| i
[l |
1.24 (W i
\“ | Refresn Al
i SR \.
1 | I L
26 \‘ i
‘ I\
I I Ghar Altibutes
I I\ 8 siona Asgnment [ appiy A1l |
M ladl b 8 Time Atgrment [ ppiy At () Oy
§ r—— sonaorset @8- 131 Aoy A ) Resetan]
‘Report Format X |
Export Type :
() Individual @) Folder
Application Type :
() standard(DNA) () smear| @) RNA | () Peak Calling

Signal View :
() window () Best Fit(LM-UM)
X Axis ;
(O Timg¢ @ size

Gel View :

© Best Fit(LM-End)

() original

®

(") Best Fit(LM-UM)

© Best Fit(LM-End)

() original

Result List :

© ResuitName () Sample Description

Smear Zone :
Only Zone1 Both Zone

{Small Chart Description :

' (C) sample Position

File Format :

© Preview (()PDF (()JWORD (_)EXCEL

—

L

oK ﬁ

a.

—/I\Iﬁ'l) H

Report Type: Individual CREAMZER S HSCHS) , Folder (FTA &5 Rt

b. Application Type: I ¥)/& PCR =4, Ni%kFE Standard (DNA), %t peak

AN

El

=Py

RANCLL Beodi BAE B

A ) 2 IR BOREAS I M0 Smear 2341, T A #E#% Smear, it B34
FRCIFIRE 5N RNA, TIEHE RNA; 47 F 57 Peak



calling table 155, ML+ Peak calling;
c. Signal View fl Gel View: Window (F% I8 546 A B RHE e 7m I 45 R
AT SR AR 4 FEREAT HE R O R R, 35 B o R T LR IE TN BE) ¢ Best fit
(LM-UM) (FeAERLIX, i low A1 up marker £ [ (X 8] ; Best fit (LM-End)
CirH low JFOR BB B ZE R B 1 XD ¢ Original (MK EIRAFIXED
BRINIEFE Best fit (LM-UM) , #5772 gDNA FEAN% Best fit (LM-End) ;
d. Xaxis : WE X PR Time i&=2& bp K/h;
e. Resultlist: FRFFERIARITAT
f.  Smear zone: EFEFH Z1 [X smear {583 HE 2 21 M1 22 I X EME B
S, BURT Z AT REA B 45 AR H
g.  Small chart description: report &5 5 L) /NE 4 F /& 1% 8 Sample Position i 42
Sample ID SRy 4 ;
h. File Format: S HSCHMM, ARG B 5 7 Rk %
i miidi OK JGEFEIRAEIEAT
(3) PAGERG R

¥ 2 3 H IBIRTE Results THTIFG, kd CBURERTZ) 5, A8k
Firke 20 GE$¢ Export Report B¢ B 4% i i 47~ 1 Export Report El47, 75 HAR
T: 1%&4F Export Raw Data , 7] fiEIE S 15+ Export Smear Information,
S B TS R, LRIE R R 4% Export Chart, 7] §H{E 5 ED.

16 {X#HL

16.1 Bk
MFEREM G, s “Unlatch” Wb RIeEs:, sEebitRIGERE G BT

FRITHU R, RS RRGE T,

ERE: OFRRMMHTENMEEHEE, E2KNRBEENSET;

QO FFBAGTFTH FHRREIRERBER F, ERRFRRGAEREZST;
OHIAEHFRATEREERERE, HAEEBMFHRE;



Main Method Direct Control

QSEP100: 44750...

Search

i

Disconnect

| Change Sample |
| Change Buffer |

Project Information
User Type Basic
Project DirectoryC\Users\dell\Q-Analyzer for Qsep100\Resulf240202
Cartridge Infermation
Name $2-0-231012-655
Expiration Date: "> 0-5p0-00
Run Left 77
Last Run Date 2024-Jan-09
Description Standard Cariridge

| & ( Park ]
(OOO0OO0O00O000O0O0OOH]
00000000000 0s
YOO YOO IOCE
OO000O00000000E
O000CO0OO0O0O0O0D
olololololelelololololol-
oloiolololeleolololololer.
00000000000 0OA
12 11 10 ¢ &8 7 & &5 4 3 2 1

16.2 B # F Al

&l Change Sample (& A) , HUHIFES, i Change Buffer (& B) HUi
buffer Al marker, /5 i Park (B C) , FEmMFEENL

Main Method Direct Control

| Latch

|

| Purge & Verify |
(v Chook )
| Calibrate I

[@sEP100: 44750...

| Search ]Il

Project Information
User Type Basic
Cartridge Information
Name
Expiration Date
Run Left

Last Run Date
Description

Project DirectoryC:Wsers\delQ-Anahyzer for Qsep100\Result240202

[COO0O0O0O0O0O0O000OH
88 808 86868 8 e a -
OO0O000000OO0OO0F
OQO00O0000OOQOC0E
CHO OO OO Y1) D
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