Qsepl100 ZMEE M RGAMN cDNA KIFFHEERIERRE
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B W ENUIRIE 1-5ng/pl. EAEAWE LUK AT 8 £ N1 &gk
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1.1 EZM% (SEPARATION BUFFER).
1.2 FRZEi (DILUTION BUFFER), FH4i/KFRE 10 2518 H .

2. 4 Marker

2.1 Alignment Marker 7&F3 30uL, MU 10-15uL & 48 i 3f

2.2 Size Marker #£830ul, fIA 10-15uL 5 490 (AN Size Marker B B4 1 F J5
HARAFN) Marker)(N1 & 3¢ 75 1 Fi] Dilution Buffer JRICKF Size Marker #iB 10 %)
Alignment Marker {# F ffyE I

D & FRWMEESEFE 0.1uL 1 Alignment Marker, FPMEASTEAE 0.1uL
FIARAR, RUEATEFER JCIREL

2) AR A AR U 100 MFEATE SR, SURRE 2 AT, S
JBCACCERAT, ANERVURIN, 7 BT

3) W BRI JAR T S B ARAT

Marker<3 /> Al 4°CIR 17, KIARAFIN-20°C, LIKTIUG 4°C.

RRTH 4°CEOGLRAE, 5 RIRFFELRES, BiIbRH

*EWAE A RFIERER)EEHIE marker &,

3. % cDNA BEA
FEAFRE: FFEE 10 £2)5 17 Dilution Buffer %% ¢DNA FEA ALK EE TGN




1-5ng/uL, AFI>15uL, fAA 200pL PCR &, ¥R AT 8 e N1 =gk Rk
S ORHE it JE A o AR R I )

4. FTFF Qsep100 X 2% BHIFEM E S EZEVLIF K

6. ZEE “Qsep 100” S5 B AFIFIFER
(D B E5ESKRE

s Connect (ML) (K1), {XZE o NKOA IR, FoRBLEI .
BE 2 23 Purge Check #2787 I (E2), i Purge Check #EATIHESAG A,
R AE, 4505 M7 Finishe

ER: Purge Check REBRITHLRHALAML, AT A A EE — M AM
—K, ATREMESSEE.
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(2) A Marker

#iifi Change Buffer (&3, B), J{& buffer fA1%f NALE ) marker:

av P (Park) NITHME, W (Wash). C (Clean) fii B AiE¥tl, =53
hnatizK, SHEh0 Separation Buffer. Y[ & AR MR ZIFE L (2/3 &b 4bky
B, BT RALEEL S (B 4). BHRBEFENA R, A RrPElik, &
FUNT 172 EH R, TEERSE, 2.

b FEA ) MB1 FLH i E 20bp-5000bp [ Alignment Marker (C109102),
MB2 FLH i B X S ) Size Marker (C109301-100), (% cDNA FEAEF 5k
Marker #5BCAE D). (B 4).

7E: MBI Al MB2 L4\ marker #JH 20-30pL, F545 &% 10-15uL & 43 (Mineral
OiD Bjib¥Ek, RioBEf<Gar=4, #HHESME, HEL.

EE: OFFMHA marker EREE M, HRARER=150 L, BUIERRRER
E1)VEE FME marker &

@marker EF KT VIHRBERELE, FUUEEREL, ZWMAEERL
AE{# B marker YEH AT

@K E marker & K& H RABM HIBIEARE, HREE THREIE,
PARATE R,



Main Method Direct Control

[QSEP1 00: 44750...
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J
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WK (HV check) i
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$£20-1K (P4 8), #H Cartridge Performance Check &7

ki e
2 (Y)”, ik
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o CalS2-0-240119-400 cal = (= [R
Signal Current Information HV Purge Sample Injection Marker Injection Peak
No TMe ooy b Concentration .|
43.74 (sec) (ng/uly
H [75.00 [34.38 [N/A (17N A
2 12988 2964 |N/A INA INA
L
34.53|
um
2
25.33|
=5
=2 |
o Calibration pes
16.1 ‘ﬁ Calibration finished.
Resuilt: Pass
6.92 [
-2.29
1 2
Migration Time{min) < 3
|
Export Report.

K10 R JeA it )

by HHARRZCHIHMIERR, Wit Latch J5, siii Recalibrate
BEAT RS UE, TEPLH IR TAE PR SIS Voltage (HE, —MABLIAHER:
B D (& 11,B) A1 Alignment Marker 287 (& 11,C), i Start Calibration (4]
11,D), RHESERUET 25 Calibration BILHIE T (K 10D, fiidi OK.

@ Q-Analyzer for Qsep100 Basic

File Edit Tool View Window Seftings Language Help

) o Y
HIES |G &k z2 | @ ¢ I@
New Project fLoad Project | Recent Project § save Projeci) Recalibrate fiClog Check § Purge Check | Motor Check | HV Function Check | Lock

A

Action Position Pressure

Time Remaining

Main Method Direct Control

(E11,A)

a

- @ o)
Purge & Verify Search |
HV Check Disconnect |
Change Buffer ]
B o0 Reclbroton € x (P )
Voltage Alignment Marker Information
Ocw Alignment Marker Position Last Calibrated Date LM_SN UM_SN Project Information 00000000000 OH
@i (201K MA-1 2023-JUN-07 604.83 428.47 Basic [olelelelelolololelolelel)
@i Vot A A fewsersio0Ta-Amaizer for Gsepto0Resuteacz. | | OO OO0 00O OF
O 10k Cartridge Information 00000000000 0E
Q205K MB1 NA NA  NA P s IeYeYeYeYoYola alateToro )
(O)20-15k MD-1 NA A NA te2023-Aug-14 000000000000
() customized MD-t NA NA  NA ;f]zAFenzo 00000000000 0s
(o]elelolelolelclolololek
High Resolution Biii6% 8738543537
[ ool
. — =
[ open [ save [ saven]
e Method Sampe Runs Sepatton Result Name: PEKEE
Position Duration Duration E
=
= |
" ‘ ‘ ‘ ‘f Sample ID < ‘ | oeets
L)
Down
00:00
[J = Micro vial I(} Run
[ ] Adjust @
Duration (sec.)
{100} B0, =60l 0s 230 00208 :40 I60) 0L A0 )
Current HY On/off Raw Count Sample Door Cart Door Latch/Unlatch Runs Left ort

park 0 OK

17.14 off

B 11 IH R ek

12800

Closed

Closed Latched



8. BFiEE

Sequence Assay

Opean T Save Tsavehs
Sample Sample Separation
Position Method Duration iication Result Name - Para m
[ Insert
1| A B : i
Sampie ID e =
00:00
L 2 z
J Micro Vial |® RunJ [@Stupl
Buraston 5eo B
~100 B0 60 _40 20 80 100 Duration (sec.)

L] 20 40 B0

Kl 12 2P € AR
(1) .7 Sample Position 772 EH% (B 12, A), 3 96 FLALRLE (&
13), TAMEEREFTSORE AL E, Pk, ol Sl A-H 80 01-12 Abfr
DA IR —ATE— %, XhA AE RAL B A AFE &5 2 (Sample ID), W&
SERUE Rt OK;

ult\240202\default.sap

. — [ eat || ciearan |[ save | [JFip
O O OMD
C S Sample Name Sample Date Patient Name Patient ID
( ] [ ] O O OMC p;amplelD ° Sample Description
O O OMB 12 (11 (10 |8 |8 (T |e |8 |4 [3 |2 |1
[ w N p SIS
®©® 000000000 @H) |
20 000000 ® O S G|
® @ @@ @O0OODOE@®®@®EF|[
@0 @0 e e e®eeE ;D
@0 @@ e eee®n||
@ 000 ODODDG®O®BC||
@ e @96 eaeoas B
ONCHONCHONCONONONON N N VNN - c B R |
U2 11 10 9 8 7 6 5 4 3 2 1 J =
IO—K]@)gs-wen

B 13 FEah i Bk
(2) B Method F 5 HIAS AR (K 12, B), #HE IR BAE (K 14), %
& A 1 Alignment Marker Il Method (VER: PRk i HIKEEE S RIAR
IERT I E—3, — BN — AR, 45 s OK; Sample Duration (HFE
ISFA] ). Runs (K EE & V#) A Separation Duration (3 B0 [8]) 7] DLARFEREAS
THOLRTERE (RN



510 Method Selector

Application DNA RMNA Glycan Protein

Analysis Type © auaiitative () Quantitative Sample Volume (x) | [ i

Alignment Marker B (20-5K(vB-1) v |20 5000 | (O reduce @) Normal () Enhance

Cartridge Type (s1 ~ | [High Resolution Cartridge(Shelf Life: 6 Months)|

Sample Concentration () High (Fragment: 10 ng/ul) © Regular (Fragment: 0.1-10 ngfpl) () Low (Fragment: <0.1 ngful)

Method Description Range Remark
0-0 00 0 0 0 o0
0 00 B Reso 0
M-4-10-08-200 Sample Injection 4kv 10s 10bp~5000bp
Separation 8kv 200s Best Resolution: 4bp~10bp
M-4-10-10-120 Sample Injection 4kv 10s 10bp~5000bp

Separation 10kv 120s Best Resolution: 10bp~30bp

T-HVPurge-08-120 HV Purge for 120s

T-Purge-120 Purge for 120s

© High voltage Purge () Purge [ | Purge Modification

| customized Method |

\

14 KT
(3) f£ Result Name F[HZSHEH Al g NiX —HEFEAR S AR (RTZR,
) (K 15);

R Bl

Sequence Assay

Open Save Save As
Sample Sample Separation
p Method p. P : Result Mame Para i
Position Duration Duration
— Insert
a
1 Fxm,;x...‘m#m@&aoo ‘1{] ‘1 ‘30{] Sampleﬁ ’ ﬁ Delete
Up
00: 18l 5

Kl 15 Result Name #E1H
a. (ATHE) Ak FEFERT 8] “sample Duration”, AR %L 7 K /N R Bt AL B[],
RN Al ANE T 205, — A 10s.

b. CAIE) mUillgs AL “Runs”s — ik 1 . WAk 2, RRFEHFAEER

2 W

c. (M[ik) ks B E “Separation Duration”, F.ACAFY, SUEET K/ KA
BEREAIY B ) FER B T LR, HE e 280s RILBA MI5E, AILIE

FAE JE A B BT 8] 3G A0 50s 43 B IR]



(4) At Para (%0 (K15, A), #H Calculate Flow HE, —RKEIUSE

W 16A PuR. 2k Calculate, RIHRYETHELHER TG 22155 I ] Reference
Marker B{# Create Size Marker (& 16-B 3§ size marker. J{RilE L5 45 (1)
HERPE, RSk Size Marker 2 J5 il i 24 K ) Reference), 2 J& &
$0K,m&ﬁfﬁﬁ

10 Caiculate Flow A 3|
2 saseline Factor - 2000 (] Peak smoothing - I:\
8 Peak Threshold - [10.00 | @ reakpefiniton: |8 |

s e

@ cacuate () Reference Marker Table Q-Analyzer for Qsep100\Reference\S1-6-C109301-20-5K rim| v
© create size Marker [C109301(MB-2) | [ Every times

Injection time of Size Marker : sec(s)

T T e R T T
|C\Users\001\Q-Analyzer for Qsep100\Reference\S1-6-C109301-20-5K rim V|  Browse |
D Smear [Show Smear SEttings]
peccns| |
Auto Assign rRNA [Eukaryotic ) [18 |s[es  |s

D Export Report lsnuw Report 3ettingsl

Kl 16 S%iH%
(5) P RERME, st RUN, H4EiaiT (K 17). Instrument FH ) A2

5 Real Time FIEMG, WISER IS KIS RE . ER: AT Run FAEEET FFRE S
1T, BRZETEIEIL!

Sequence Assay

I Open I Save ISaveAs

Sk Method SAmpic Runs SEpETN Result Name Para

Position Duration Duration

SN

o2 . 5 ﬁ
1 A-01A.. M-4-10-06-300 3 |
Sample ID ~ Delete

00:13

H

(] % Micro vial I @Run I—. Stopl

K 17 s RUN FFBisiT




WE: 55 R AR HE

Walue:9.228(RF)15.31(uA)
Time:10.883 (Sec)

12 45.0

| R AL

FEL i LA )

. WG 55 LW

Migration Time(min)

pA

AN

(1) EEEMarkerfRE{U S FEFHEE ;

(2) BASTRENEES T =ERES ;

(3) AR =LA

(4) FENEASEERH T RIZRIE—Calibrate,

9. HHEERIT

9.1 TR IS5 R
FEAKEI 5E i, A5 Results -- Open Results, %45 H bt B0, T (
18-19),
18 FTIFEE R At

File Edit Tool View Window Settings Language Help

S IMMSGIEB L | 5 (e |58 ®

Open Reﬂ[l Recent Results §l Save Result § Save As |} Save All | Calculate

\Fename

ear ) Peak Calling | Parameters J| Show SizelLegend | Show Size/Time § Invert GelView | Show Best/Ori. View




@ Q-Analyzer for Qsep100 Basic

File Edit Tool View Window Setiings Language Help

ol

Show BestiOri. View.

Change Line Thickness.

F=hEnEs

= GEL
A Il il s EEE? w [Z g
(Open Result § Recent Results § Save Result § Save As | Save All | Calculate § Smear | Peak Calling § Parameters | Show SizelLegend | Show Size/Time J Invert GelView.
Filename
@ R _51_S1A03_R1.00PK © #R_51_S1A03_R1.bopx
Be Signal Current Information HV Purge Sample Injection Marker Injection Peak Caling
Inst nt
Value: 36.88 (RFU;
41.09 Time: 67.52 (Sec,
JLim w1
Results o
I}
! Q 33.31 I
‘Comparison
25.32]
>
frd
&
o
17.34) ?‘%\]
o ©
. -
v ak
9.36|
«Q
gt <
a o
B Ay
| o -
A A
1.3
20 700 200 300 400 600 1k 2k Bk 18k 30k BOK
Length(bp)

Peak Smear
pp  Concenimton o
(ng/u)

LmM(20) A [1620.8
12 o 7 [11.67
1327 05 2: 152.32
37 i 1.50

08 B 45972

29 72 73583

78 B.02 742.78

81 13.98 61441

57 294 laga 27

A A 11393

ExportReport

9.2 SHHE

K19 451N

WP T B TS EE SR AR (LM Filename 45 A4 AT, 8L 545
check) (& 20), Aiii Parameters, 7E3H FIXITHHEF %) Baseline factor (FE4%
[K7). Peak threshold (BR{EZEEE) Al S/N Peak definition (ME{HBRZEE) BT

B, 1B 2)%E B Apply to all selected files in listy Save file after new parameter

applied I Recalculate result, fi.dF Apply (B 21).

File Edit Tool View Window Settings Language Help

> 2 = & EEL D, *é @ j
r= &S | rAIrsIE| E .’\ =0 L E > IN
Open Result | Recent Resuits | save Resuit | save as | save an | catcutate | smear | peak cating | Parameters | snow sizeitegena | show sizertime | invert Getview | snow Bestiori. view | change Line Thickness
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O L_S1A01_R1 bopx &3
}_ G4 5104 Ri CHE (1) signal Current Information HV Purge Sample Injection Marker Injection Peak Calling Peak Smear
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M 08 R Yalus 2725321(%%] Concentration
(G4_S1C04_R1_CH2 (4)...| 2081 Ime; GeL
HAM\D ‘ o
(AT 8
Results Close i
¥
n Reload
:‘A\:ﬁ Check All
Comparison Check All Selected Files =
{
Clear All

Invert Selection
+ FullChart
Auto Assign
Coordinate Auis Setting

Export Report
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Export Smear Information
Export RNA Basic Information
Export Chart

Import to folder

Display in System Explorer

5
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1 2
)

Export Report

L

[T
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File Edit Tool View Window Settings Language Help

r= | /& [ [r] B :
Open Result | Recent Resuits | save Resuit | save as | save as w SizefTi Change Line Thickness
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3
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(@ Apply to All Seleced File(s) in List
@ SaveFile ater Ny Parameter Appiied
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|
7.0
2
Migration Time(min)
Export Report L
T 1T

K 21 8B
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a.

Baseline factor 2235 3L)iKMH ( Baseline) {37, Baseline factor K,
HEREMCT I, BUNUZRRAE S 5 2 IS S AR R, T R 2000 H
RS G EY S

Peak Smoothing 2028 FUAEIE I Bon, BoRIIBEAN LD, FHA
555 )y F ;. Peak Smoothing 48 & AR, Has 8 23 -F 8 Al PR RS
SEAE, T AT LAY/ R A % e T 72 AR R B R 5

Peak threshold ] DL HI KAy Peak FIT 75 (IR 5 58 EE, 24 Peak threshold 4§
SERME R, BRI Peak FT T A0S S0P tHBR, #5748 & R (ARG,
T BT 75 B VRS SR A, 9525 5 RE A 31— U AR FE B T 1) Peak, (L[]
AR 5 2 A R I

Peak definition DURUE(E ORIIBE S, BB MEMAIL, om0 R bE
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9. 3 BB
FEAAG I 52 5, M Results ---Open File, 1#£#¢ H brgh 8504, $7HF. 7E Smear
B o) RET, BERBFRADNLLLE B di b .

2 L_S1A01_R1 bopx ,7: ’7@
Signal Current Information HV Purge Sample Injection Marker Injection Peak Calling Peak Smear g
© zone1 () zonez
2081 — J
Range Area between lower marker and upper marker >~
PeakArea . () By Baseline (_) By Threshold
Settings
18.05] —
Distribution s[5 [ Apply | l
Tom 204 bo
To 1907 bp [ Apply |
8 P PPIY
T5:29) i Average Size 9824bp| 756 %l
- S 5.60 nmole/L
= Molarity . )
[ Interval 100 bp (_ApPly_|
DaN 58
12:539 ziz2  z2iz1 [ Hide Zone
Molarity 088 | 114
Peak Area 075 | 133
9.77 Statistics
H Range Avg. bp ng/ul nmole/L %
| 504 - 600 551 0.46 [1.29 15
| 600 -700 549 0.60 141 16
' 700 - 800 7425 056 115 : L]
7.00 H 800 -900 85 0.25 0.46
0 00 300 300 400 500 Tk 2k Sk 15k 25k 35k 900 - 1000 o477 o7 027
Length(bp) 1000-1100 (10490 4019 .27
Export Report

Smear WjfE/4A
16 Smear JRA T, AILAAE FBOPIIK/N, 4040 & H LA S 06 5 EE . 7T LT3t
B, e E CARBE R K8, A4\ [ 2 #9 bp K/NX[E] (From........ To......),
st Applys BIRT SR EREAZIX R B E 43 L o LU B P 295545 B - Tnterval AT
100 B# AR T, BB BLX AN, HrF2 E3IEL 100bp JIX i 4
Br, FECAE 100bp P IIARRTIR BERISERI RN . AETE A GE SR, T 23 el e i
i3

KB T i

File Edit Tool View Window Settings Language Help

rS | & | M MR B

Open Result § Recent Results § Save Result § Save As | Save All § Calculate

B | %] %5

Smear k Calling § Parameters § Show Size/Legend
d

Filename - @ L_S1A01_R1 .bopx

v L S1A01 R1 .bopx : : i Fl LI
G4_S1C04 R1 _CH2 (1).... Signal Current Infi y
Boe00 G4_S1C04_R1_CHZ (2)__ [— O Smear X
Instrument G4_S1C04 R1_CH2 (3)...|| B | I3
¥lG4 S1C04 R | [Zone1 b
i Close = o -
fesii (] Fitter 100+ %
[T T 3| |
From 504 | by
E—— Check All ! [ ] | bp
Check All Selected Files To 1997 | bp
Clear All slntewal 100 bp

s Range : |Area between lower marker and upper mar... - |

& ~pply 1o All Selected File(s) in List

[ apply | &

e T v T "erT




9.4 FE XTSRS (LA sizemarker A1)

BT A 75 ZE LN B AE Results 471 /5, ity Comparison --- New
Folder, ¥ XIAb 45 R4 %] Folder HEP (8] 22), ‘A% Signal Alignment
(F5X55), i Apply All (] 22); A)i% Time Alignment (I [EIX}55),
S Apply All (B 22); Signal Offset 77 (F174)52& IE A3 JFREIFE, AIT7%4)
R AT REED, JEHANEUE, s Apply All (A S 200, A%

gE LA EE (8] 23), Aids Reset All A HUYH B o

Nerw Fokder Fokder.

Bl

Signal  Gel View

49.59

hange Lin Teckness | "

e St N L R

L||IlriI

o
|
|!|

Miggation Time{mir))

B 22 JEFEXS LIS

-15.54)

-3185

Chant Afrtutes
180 et sagrment | apety aa |
18 T ssgpment | appty an | [ wony

sgral omet [ 0% [ Apety A8 | Resetai |

Migraton Time(mn)

K 23 X HEIg P Hs

ESSEc > |
=
1 Lot
Mo Fiename Offset
W 51-6-C109300-20-6K | n|
W 51-5-C109301-20-5K 37004
Chart Attributes

18 signai asgnment | appiy an |
(B Time sagoment | appiy an | [ ] LM Oniy
Global Attributes




FHAERE B Ladder 2571 N/ M VEERRHUKIE 55710, ) o a5 0 B A ) 2 2=
H 1 ladder X4 7, 13 Main Ladder; BU3E N Z3E N & 26 ladder(sizemarker)
HANEPE (] 24).

Sgnal GEView Curent HYPume Sampleinjecton Matiernecton | [ & N Sgnal GelView Cument Hy Purge Sampie Injecton Marker injsetion
Ma-2 B-04 wn view | MEZ B4
EN = En | o Filename Offset lasser NN BE OEE

Wl Sk_3 S1B0: Export Report 0
W DK 4 S1804  pyport Peak Information ol
Export Signai Creart
Export Gal View 000 |
Export Raw Data |
= Delete ;
E &;*m_lm T —
= it . =
Fu Coart
= N—
—
—_— : ; s |
#ihladder. H#Main Ladder., BEE TR K ERAN
— : —
— —
f—
—_— B
Chart Atritutes .
e gEn | lp'ﬂ'f"\”' : "

Global Aftrbutes

< [ appty an || Reseran |

K 24 BoRIEE H Ladder & Fr BN

9.5 SHEIE

—. HEHHEFHRE

¥ E 25 H AR LE Results 14T )5, s Comparison --- New Folder,
Kt R 25 R4 5] Folder #EN (K] 22),
(D FHIEE, KE, £&ELS, AEEERE
T Folder 3447 Filename 75 (AL 4 7, 1%E#F Export Peak Information , 3
HEHGE (K25, A); #%# Export Signal Chart, SHIEK (K25, B); ik
¢ Export Gel View, SHKKE (K25, C), %% Export Raw Data , S H &K
F5 (& 25, D).



o =l
Sgnal Gl View ] @
\reameagqs;‘d‘%iql ]
i Ime: 62.34(Sec Ho Filename Offset
I S1-6-C100300-20-5K | n|
| B 516-C100301-209K 37004
|
1
333 | B epor
' A Export Peak Information
| \ ' | Bl  Ewortsgnachan
‘ l | | | l | c Export Gel Vien
o1 ‘ | || |' ‘ ‘ '| I‘ ‘ !‘ | D =
Vil | N {
3 | | l II|.|' I LY .| J I"’l Ik \
J N I E— o T W Y LT ey S I —
0.74 Refresh A1
‘ v Full Char
15,54 ‘ ‘ |
| |
‘ | Chart Attibutes
B e (i
88 e sagement [ appty an | (] oy
ETF m—— e 3“" i\ . Eae s Giobal Altrbutes
Migration Time{min) sgnaioset [l]- 1% Reset All

K 25 AR IEFE

(2) TR

&5 Filename £ _Fff/NEFREL T Folder SCA4 45 Filename 25 At A7, %

#£ Export Report, E#F HR &M% (K 26):

2 Foldert

‘Srgna\ Gel View Current HV Purge Sample Injection Marker Injection

Report Format X

==
[ | e
Yo 18584 it Fiemame.. c

xport Type :
O Individual o Folder
pplication Type :
(O) standardona) @ smear () RNA (O) Peak Caling
ignal View :
() window () Best FitqLM-uM) (") Best Fit(LM-End) () Original
Axis :
O Time o Size
el View :
© Bestrtiuv-umy () Best FiLM-Ena) () Original
esult List :
o Result Name O Sample Description
mear Zone :

o Only Zone1 O Both Zone

WM [J1_S2A01_R1_CH1 |
B U2 S1A02_R1_CH1 =
EEE L S1A01 R1 .
4 |L2_S1AD5 R1_CHZ

S \W1_S2A07
B W2 S1AQ8!

S1A11

mall Chart Description :
O Sample Position o Sample ID
ile Format :

(Opreview @¥PoF (Oworp () EXCEL

Chart Attributes.

8 signal Aignment | Apply All
B ime Algnment | Apply anl | (] Lv only

Global Attributes

Migration Time(min)

3 —
signal Offset Bl -| 05| | Apply All |Resetm

K 26 SRk



a. Report Type: Individual (&:45FSM%H XD, Folder (A &5 i th

—ANICED;

b. Application Type: # faill ()& PCR F=4#, N|iZ$ Standard (DNA), %t peak

Z 5 E R A IR BB A 80 Smear 234, M A% 4% Smear, i A BCFH)

RNCLRF BOE AR S A MR 9 RNA, JU3EFE RNA; 4543 & 57 Peak

calling table 155, MJiEFE Peak calling;

c. Signal View fl Gel View: Window (%8545 0B s HE @ 7s 1Y 45 SR fr e

AR R IR S R AT HEROBOR R #E, 25 AL WoR nl UL £ DI fRE); Best fit
(LM-UM) (HAEMIX, Fitt low A up marker B[ [X [8]); Best fit (LM-End)
CHir t low F146 E 2 HLVK &5 R B B IX E]D); Original (MK E| R4 HIX[ED; BR

NIERE Best fit (LM-UM), #/& gDNA FEA % Best fit (LM-End);

d. Xaxis : ®H X #EZ/R Time /& bp K/);

e. Resultlist: {RIFERRD AT

f.  Smear zone: LT Z1 X smear {5 85 HiE2 Z1 M Z2 AN X [A{E B35

S, BT AT REAR R 25 RA

g.  Small chart description: report 455 H [¥]/NE 4 7 £ 4% 8 Sample Position i

#& Sample ID KAy 44 ;

h. File Format: 3SR, B P AT iR YE B & /& Kk %

. s OK JEik#FEORAF R AT

—. BNMNERTY

¥ T E S HMEIETE Results PHTIFE, M EA IR BT R0 (138 Export
Report 8¢ H 3% s 41 T Export Report Elbr, 5 15 ##% Export Raw Data
S S EE B %% Export Smear Information, S HI A B T4 R, LAFRAK
2B %4 Export Chart, S H{E5ED



s

File Edit Tool View Window Seftings Language Help
> | = = =] < =8 = 7
ra | & | A bR E B 2 '\ '@@ T i = A/ I\
(Open Result | Recent Results | Save Result | Save As || Save All | Calculate § Smear f§ Peak Calling § Paramet ters | Show Size/Legend J§ Show SizeTime | Invert GelView || Show Best/Ori. View | Change Line Thickness

Filename @ Folder1
W1_S2A01_R1_CH1.bopx

2 of|

12751A02 R1_CH1 bopx_|| | %9 olL_s1A01_R1 bope =B E
B0 L2_S1A05_R1_CH2 bopx
instrument ||| |/W1_S2A07_R1_CH3.bopx ‘ signal Current Information HV Purge Sample Injection Marker Injection Peak Caling Peak Smear
[W2_S1A08_R1_CH3 bopx 3
W3 1A RI,CHdbope H Ozone1 Ozone2
J\Ju L Close T
Im Range - [Area between lower marker and upper marker |
Reload
Roseta 1 PeakArea: () By Baseline () By Threshold
I Check Al Settings
Check All Selected Files =
Ae Distribution 90[% 1%
Comparison Clear All From 23 bp
Invert Selection 2 To 4223 bp
~ FullChart Q Average Size 11196 bp | 100.0%
Auto Assign s‘:;’i?ye 6.35 nmolelL.
o S i 10akp
Export Report Dan 100
722 2271 Hide Zone:
Export Raw Data 8]
Molarity 100 | 1.00
Export Smear Information > cia e s
eak Aea | 1
Export RNA Basic Information
Statistics
Export Chart >
Range Avg.bp  nglil  nmolell %
Import to folder > =\ 5105 i 1
Display in System Explorer : = §Eg 1?; § ; n
7.0l H ~400 9.7 1 0
2 100 200 300 500 1k Sk 25k 50k 100k - 500 57 4 3
Length ~600 550.3 48 3

@

19

(o)
L @

Export Report

Export Smear Information &5 (& 245 R ATt E FHD:

a A B C D = E G H

1 |Result _\Eégl_Sample ID Zone Range Avg., bp ng/ul nmole/L %

2 W2_S1A08_IW2 124 - 200 122. 1 0.07 0.92 119
3 W2_S1A08_IW2 1 200 - 400 330.4 0.16 0.73 .4
4  W2_S1A08_IW2 1400 - 600 526. 7 0.94 2 27.5
5 W2_S1A08_IW2 1 600 — 800 679.6 1.21 2.74 317
6 W2_S1A08_IW2 1 800 — 100( 890.6 0.28 0.49 8.5
7 W2_S1A08_IW2 1 1000 — 12( 1090. 3 0.2 0.28 6.5
8 W2_S1A08_IW2 11200 — 14( 1294 0.13 0: 1% L )
9  W2_S1A08_IW2 1 1400 — 16( 1489.9 0.09 0.09 2.6
10 W2_S1A08_IW2 1 1600 — 18( 1695.9 0. 06 0. 06 1.8
11 W2_S1A08_IW2 1 1800 — 20( 1895. 7 0. 06 0.04 1.6
12 W2_S1A08_IWZ 1 2000 — 22( 2100 0.05 0.04 1.9
13 W2_S1A08_IWZ 12200 — 24( 2299. 3 0.04 0.03 12
14 W2_S1A08_IWZ 1 2400 - 26( 2499. 2 0.04 0.02 1.2
15 W2_S1A08_IWZ 1 2600 — 28( 2698. 8 0.03 0.02 i
16 W2_S1A08_IWZ 1 2800 — 30( 2893.6 0.03 0.02 1
17 W2_S1A08_Iw2 1 3000 — 32( 3093. 3 0.02 0.01 0:7

10, fXEH1

10.1 B ER

MoErERa, midi “Unlatch” WioT-RER (& 27), Wit IGEREE FHTIFRT]
B AR, ARRBUH AR R E T .

ER: OFRMEHTENMNMERFEE, 2K EBEENSET;
QO FFBAETFH FHRRBERBER S, ERFRRGAEREZSF;
OHIAEHFRATERERERE, HEEBGFRE.



Main Method Direct Control

= Unlatch
i .

( calibrate || |

QSEP100: 44750...

s

Disconnect

| Change Sample |

| Change Buffer |

( Park ]

Project Information O000O00O00O0O0O0OH]

User Type Basic IO MO RO NOIC IO
Project DirectoryC\Users\dell\Q-Analyzer for Qsep100\Resulfi240202 O O O O O O O O O O O O E
Cartridge Information OOO0OOO0OO0O0OOCOO0OE
Name $2-0-231012-655 O0O0OOC0O000O000O00
Expiration Date " (0 QOOO0O00Q0O000e
LRausl:F:l-.l:ﬂDalﬁe ;:]24-\]&”-0'9 OOOOOOOOOODO :
Description Standard Carfridge QQ%Q?Q??Q CS)QQA

K 27 Witk etz
10.2 BUH B S AR

M Change Sample (] 28, A), HUH A, midi Change Buffer (& 28, B) HUH buffer
1 marker, )5 sl Park (& 28, C), FEMEEEAL.

Main Method Direct Control

Latch
Purge & Verify

i

[ calibrate A
B
IC
Project Information |[C00000000000N
UserType  Basic OO0000000C0O00O0e
Project DirectoryC:Wsers\delQ-Anahyzer for Qsep100\Result240202 O O O O O O O O O O O O E
Cartridge Information OOO0O0O0O000O000O0E
Name OOOOOOOOOOOOU
Expiration Date QOO0 00000000C
Run Left COO0O0OO0OOOCOO00Os:s
x;‘:;;o"*‘“ Q0000000000 0A
! n Lk|2n=098?654321J

K 28 B R A AT



103 {XBRUWTTFERE

Riifi Disconnect, Wi #siEH: (&29), it Purge Check HI3 %, sy Skip Bk
o (300, SRR R A OER KR (B30, A

Main Method Direct Control

| Lateh ] [asEP100: 44750... ]
[ Purge & Verify | ¥
[ HVCheck || - :
[ calibrate | E Change Sample
| Change Buffer |
3 ( Park ]
Project Information :OOODOOOODDOOH
UserType  Basic elejelololelolelclolele]:
Project DirectoryCsersi\dellG-Analyzer for Qsep100iResuIN240202 O o D o D O O O D O O O F
Cartridge Information OO0OO0O0O00O0O0O00E
Name 000000000000
|Expiration Date 00000000000 O0EC
Fhun Lot 00000000000 O:
pteastag 000000000000 0OA
12 11 109 8 F & 5 4 3 2 1

K 29 Wt aeidi

R @

nction Check Lock
—_—

i
Would you like to conduct "Purge Check" after use

10 UNciog or prevent clogged gel ?
Purge ChecH]| Skip

INC.

i

Main Method Direct Control

..A - . .QSEPWO: 44760... - |

' Search

; Disconnect |

E Change Sample ]

Change Buffer ]

- Park ]
Project Information M O00000 Oio QOOO0OH
1 [|usertme  Basié ololeloleoiololololelole]:
Project DirectoryCl\Users\delha-Analyzes for Qsep1'\Resumz4a0131 O O o O O O O O O o O O E
Cartridge Information O O O O O 0 O O O O O Q E
e eololololelolololelololol
o e 000000000000
ey 000000000000
Description 00000000000 0A

|z 587 &5 3 3 3 1

Sequence Assay

Open I Save isavens

Sample
Position

Sample
Duration

Separation
Duration

! | | =

Method Result Name Para]

1] | "

K 30 Wi iZEHERS Purge Check mJ kit
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