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OHr - 2Hr 17.25190 13.923 21376 42732508 Yes
1Hr - 2Hr 3.94794 3.1862 48917 2.5587E-06 Yes
Tubulin 2 0.90295 0.90295 No
OHr - 1Hr 0.97461 051963 1.1589 0.89385 No
OHr - 2Hr 0.98658 0.82969 1.1731 0.96907 No
1Hr - 2Hr 1.01228 08513 1.2037 097468 No
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FARSCHESE B B o, (A7 o TR AT BB A B, | o s e wooo i o ]
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I\ ZREFFSHT (Gene Study)

CFX Maestro # {4 7] LA —> Gene Study, PMEAIZATEHES (Inter-Run Calibration) 7£ 2 #R SE46
Z AT H— 1k, HECR A — AN S AR5 PR R A R . Bk A — AN B AR S (R4
AN.perd) FIEFRAINE] 3 R 7R B Gene Study. A 10 H AN (R4 N .mgxd).

9T ATAF VR AE A LR R AT AR HE i, & 2 B FLAR A8 AH R Target Name, Sample Name,
L Biological Group (HTRAFRHAITE). REHRFAMISITEE W, 70 ml A BAS B EEE S (3 B4 N .perd).

1. f# Gene Study

FTHF CFX Maestro i fF, %4 “File > New > Gene Study”, fF “Gene Study”i&Ii-£H i “Add Data
Files”, & ZEE I 0B SCIF, B2 BostE g AT A AE R fh o iy “BiE™, b STk
ZINE] “Gene Study” & .

Bio-Rad CFX Maestro sy

Identical sample names are detected for the following gene targets
between the different files. If they are true technical replicates, no action is
required. If they are not true technical replicates, please enter sample
information before analysis.

dil-1: GAPDH
dil-2: GAPDH
dil-3: GAPDH
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R “New Protocol” FT 2 SLIG A2, MRIERF

|6 1t B P 9w 4T Protocol, fith “Next” AT —2.

FEFF 4, AR R AR R
{!U\ New Protocol ] CarlN
Name: New Protocol Volume: 0 |l lid]?lup. 105 | *C
1 2 3 4
LT [es°c 96°C
1 \
\ 55°C
GOTO
< Step 2 PEER LG A R
Al [300 ] 0:10 0:30 [ 39X B

Insprt Rerrrve Optirns Saje Next
v v v v

fAGEEE: DIEREER S a2 {RAFFER

WA T e

BB TouchDown %

WERRERZ L

AR

GOTO

3. #EAN “Run Setup” Ftii,

FEIX BLZE A

iy HIBAT SO, JEFESCFRAAALE, it “Open

’

Lid” $THF#a6E, BN PCR AR, middi “Close Lid” X%, fiii “Run” FFURIEITE.
FF4 S RAR £ i
A A A
< Back Run Setup CARLN
Name: 3AMPMelt_CarlN Volume:| 30 |pl Lid Temp: -'L'
prisk o) )
= 4——Scan Mode: @ SYBR/FAM O All Channels ¢ FRET
S !
Plate ID: | \
BAT L
{42  «—Runfile Name [JAMPMeIt CarIN_20191117_131432_OPUS0001_CARLN \
LR
S - \ C.
+—Savelocation: [ CARLN\.\CarlN
PRERAE
iﬁ Notification: [l «f» [ @ cnavar@celtechcom

4, BATHER, 1 “File” k3l

AN U &, siEBALRIHEMN -, H CFX Maestro AT

Run

3]
OperiLid
Fri

M “Options”, #E£#¢ “Copy”, %
Yt AT o

AT, PG R,

@

File Browser CARLN

© My Files

£8 public

0 use

& canN

R' JAMPMelt_CarlN_20191117_171050_OPUS000 ... CARLN

o SAMPMelt_CarlN

boer] PCR12
@& BRio Steps:
1. 95°C, 00:00:03
i 165t Protocol 4 2. 95 °C. O0:00:01
D Network 3. 55°C, 00:00:30
= 4, 72°C, 00:00:01
] Block Mode Protocol Plate Read
5. Goto 2 3X

Test Protocol 3
=aT

. Fast 5x protocol

3AMPMelt_CarlN_20191117_1
71050_OPUS0001_CARLN

Run File

Completed: Mov 17, 2019, 5:15 PM
Scan Mode: SYBR/FAM

Method: CALC

Lid Temperature: 105 °C

Reaction Volume: 30 pl

3 Options

 Edit




__I_\ &%*&%ﬁ){ﬁ mﬁt;fﬂﬁﬁ Channel Fluorcphore

1. PCR JZREMR/EF: 20 0.2mL 96 FUBR . 147 0.2mL 8 B aRfE o
fi7 384 B (384 J RikiHL). ’ s
2. HB/PCR 3% 22 96 FUIREINL, Je2edt 8 i %, o oo o
3. SEH PCRRA: A% ROX KZIEM SYBR Yekbt#l, sRuevsmerika 5
CnED. i reaeto
- (T;;SlS
5 e 705
+—. EEHE 955
1 IEF HOTF MU A BT KA SR (8 P 56, /D30 38 A B 37
a)  FFHL: FRCIRIFHLS 5B R AT R 1
b) Hl: FHUINEITRAFE, TNl JeHUE W 2L s g
) JFXH: CFXOpus 138 Fisiisr A4 It (EBERE, AT A AT b5 IF 86
AT 9, MRAT RS BB HE, o AR,
2. BLUFS8 S R AT BT B KSR O RE R 5ty D (3 8t e 3038 . 3 DU R JLAN 9 T
a)  HUJE: SEFENCASIE MR E .
b) S PR RN %A P
c) IR IBRERIZIEHIZE 1030C.
d) JREE: 20-80%; IR, HEFESLIG LA RIEAL.
o) el BT, T, 94
3. IEH SR ST R IR T S0 BOR (S B E 2 — o FERRAER RLEERE LA R LA 1
a) PCR JRFIRIZTE—/MEA DNA 15 TR sE b AT . B ST — 5 ) PCR 525
b) 4l kAR T P 11 7 v 15 e RS A A K B . — T 2, MRS S AT S 25 SR, Ak
AR R B AR AT
o) B AR R A R R IR T e S E R R T, O®, BT,
d)  PCR i8] A R 55 7o o B PO e XU /K SR 0 T KT
e) A EIRE v A e PR P A Vb K SRR T, BB AL T KT
f)  PCR HRER ALK EALTF, IFBIE7E 4R .
) LR, EORINFERE, B EIIKE.
hy FRESECE: 4% PCR SR RIS 0.2ml R4\ B, 25 1555, SUMAMRSE 96 LKL, L%
FIEET . VR, DA IR TR, RSB R N R . A RN IR
2 AFL
) AT BMESI S RIS R, S ARG RS, T REAE AN . AR I R
W, MEFRTHEAT A (S, B, KD, R R R R
B OMARFIZA, RS FRBR B, LLRACE K TR
K) TCWBRENEIE 2GR, BUGAKHEEM NTC (No Template Control), PAIGIIEA Toi5 4k 4.



